Genome Network Project_Full —Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : IRALO04L19

Vector : pOTB7 Gene JMJD2A
Accession No. | BC002558.2 | 3454 bp 1..3454
cDS 3195 bp 135..3329
@ Plasmid DNA purification
Date: |7 (0 2hH Culture : LB (25 ug/ml Chloramphenicol)_10 ml —> at 37 deg C over night
Date : | 21030 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : {20030

DNA concentration (0.D.): 204 ng/ul

DNA 0.b ul
Enzyme (BamHI + Bglll) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 95 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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{Expected size of fragment from BC002558.2 >

1615,.1167,243) bp

@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul

Date : 121 l 06 Concentration at the time of preparation of plasmid DNA : 25 ng/ul

Primer A pOTB7_F Date: (2107

Primer B pOTB7_R

Primer C = DNA (_29Y ng/ul) 8.0 ul

i 10x TE ul
S LSt Of http://dna.brc.rikenjp/ I 4é....l
equencing en/GNPclone3en.html 2 513-9 ul
Primers Total IR ul
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S/N G:148 A:131 T:108 C:103

Primer A: pOTB7-F

Inst Model/Name 3500/3500 In:
Nov 01,2012 10:59,
Nov 01,2012 11:25

IRALO04L19_pOTB7_F_C01_07
IRALO04L19_pOTB7_F
KB_3500_POP7_BDTv3.mob

KB.bcp ) CAATTAATACATAACC 3 Pts 1234 to 12783 Pk1 Loc:1211 Spacing:11.37 Pts/Pe

KB 1.4.1.8 Cap:7 BB EERCOTE Version 5.4 HiSQV Bases: 1031 Plate Name: 20121101_Gl
ARAAACZICA TACCG ATTTAGGTGICACTATAGAACTCGAAGGITCCACAAGT TTGTACAARRAAAGCAGGC TTG TAARACGACG GCCAGTAACTATAACGGTCCTAAGG
1 10 19 28 37 46 : 55 9&& 64 73 82 91 100 11
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AGGCCTGGGTGGCGA OOO%OD..,,OOOOFOH%HOQQOOHHOOOO.H_OO_H_OOwwVWWOOW.OH‘MOOwHOOOOO.U,‘OHOOOO,UOTOO\MOOM»OOHOFOOOHW.,MQOOOHOOOO

118 HN.NMDQNH 136 154 163 172 181 190 199 208 217

1272 Vector | indert

636

0
FTC CECTGTAGATTCC TETCTCGACTAAAGGGACC TCAAAAAGGAGGGAARATGGCTTCTGAGTCT GARAC TCTGAATCCCAGTGC TAGGATAATGACCTT TTATCCAACT
6 235 244 253 262 271 280 289 298 307 316 325 334

1272

636

0 ,
AGAGTTCCGAAACTTCAGTAGATACATTGCCTACATTG AATCCCAAGGAGC TCATCGGGCAGGGCTAGCCAAGGTT GTTCCTCCAAARGAGTGGAARGCCACGAGCATC

343 352 361 379 388 397 406 415 424 433 442

1272

636

0
\TGACATTGATGAT TTGGTCATTECCTGCCECCAT HO,,,M,.J.O,UOOHOOHO.U.OQOOOOW.OH.OHOOOOHOHHH.U.OHOw.O.H_.u,O..u..w.O\u,H.U,OW,OW,D,OWWFOOO.U,H@WOHOHHOODA

460 469 478 496 505 514 523 532 541 550 559

1272

636

0 A \
CGCAAGATAGCCAATAGCGATAAGTACTGTACCCCACGCTATAGTGAGT TTGAAGAGCTCGAGC GGAAATAC TCEGARARARPC T TRECAT"TCAATC CTECAATETAT
568 577 586 604 613 622 631 640 649 658 667
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Printed on: Thu Nov 01,2012 01:08PM, JST

Electropherogram Data P



bow Applied IRALO04L19_pOTB7_R_B04_04 Inst Model/Name 3500/3500 |

Biosystems
y IRALO04L19_pOTB7_R Nov 05,2012 02:€
S/IN G:51 A:39 T:45 C:41 Primer B: pOTB7-R KB_3500_POP7_BDTv3.mob Nov 05,2012 03:1
KB.bcp Pts 1290 to 13103 Pk1 Loc:1267 Spacing:11.55 Pts/|
P y. 'AAT 3
KB1418 Cap4 5 GTACTCCAGGCGATT CATTASTICE Version 5.4 HiSQV Bases: 993 Plate Name: 121
CACTTTGG CCATA'CCG rrHﬂwH?OﬂtOHerHerOOO,EONOOHmnNmerHOHrOOWOHH%O.HTOL\LOL?JH_OO_HQOIHOJO@W.P@.OIQOHrHO?OmPHOHOOOrHHHO»
il 11 21 31 41 51 61 R.ﬁgu. 81 91 bl 11
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OHHHOHOOOO@.OOOOMONJH,N.O.N..HOOOHOOWQH:H:H.H_H_HHHHHHHHHHHOHHHHH%OTMMOH_HanO_HH_H_O.POmm_vOHHOWQOOHHOO@,HQHOH GCTGTGCTGTG GARARCC

121 131 151 161 171 181 191 201 211 221
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woaoeﬂmooemmmemmoammwywanOOHemmwoooHmowwoowooemoHoomambammooommH.wﬂ,u.m%mommOOHommewawnaoaﬂnonmmeweoaemwOﬂamwe
231 241 251 261 271 281 291 301 311 321 331
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ITGCCGTTTCTTTTCTT GCTTAACCTCTTTCTCTGTGARAATCTCATTGAARGC GCATGTCTGAGGC TACTGACAGTCTAGATTTGACTCTCTTGGGAAGCTCTTCAT!
351 361 371 381 391 401 411 421 431 441
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Printed on: Tue Nov 06,2012 12:31PM, JST Electropherogram Data




