Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN_Clone ID : IRAL004B24

Vector : pOTB7

@ Plasmid DNA purification
Date : || | 207

Date : |771208

Lot#: 7566_AT7L6

Gene MMP2
Accession No. BC002576.2 3065 bp
cDSs 1983 bp

@® Digestion by restriction enzyme/Concentrarion calibration

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night

Date : \'/ 120 g
DNA concentration (0.D.): L2 ng/ul
< Size of fragment expected from this clone >
DNA 1.9 ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 2.7,2.2kb
Buffer H 1 ul Bglll 3.4, 1.4,0.1kb
dH,0 L.5 ul BamHI + Bglll 1.6kb (Vector) 1.8, 1.1,0.3,0.1 kb
Total 10 ul =)
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Erectrophoresis : 1% agarose gel, 1x TAE Buffer i D
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Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /71215

@ Confirmation of the insertion sequence DNA (63 ng/ul) 0.0 ul
10x TE 2.4 _ul
Date :]71213 dH,0 Ji%. 2 ul
Total 224.8
Primer A pOTB7_F
Primer B pOTB7 R @ Shipping
Primer C =
List of http://dna.brc.riken,jp I!i Conc. : 29 ng/ (92, Volume : 40 ¢ 2
Sequencing /en/GNPclone3en.ht
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Blog:;‘ft%ms IRAL004B24_A7L6_pOTB7_F_B01_02_ABI08 Inst Model/Name 3500/3500 Instrument

IRALO04B24_A7L6_pOTB7_F Dec 13,2017 01:47PM, JST
SING29A30TA8C:39  primer A: pOTBTF KB_3500_POP7_BDTV3mob (o line indicates quality value  DEC 13:2017 0201PM, JST
KB.bcp : TAATACATAACE & Pts 1747 to 8613 Pk1 Loc:1715 Spacing:10.27 Pts/Panel1350
KB 1.4.1.8 Cap:2 5t AACHOGOOTACAATTARTALELAANES Version 6.0 HiSQV Bases: 692 (QV) < 40. Plate Name: 20171213_GNP
T CTECG GG TECAC GTTTGTAC GCLGGCTTGT CGACGGCC GT il CGGTCELCT GGTAGCGAG
V
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GCCTGGGTGGCG TTClGGCACG AGGICTCAGGCGGTGGCTGG AGGC TGCGCATCTGGGGCTTT G GGG ATTGCCAGG ACCTGCGGCGGCGGCGGCGGLEGBGLGGG(E
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PO P |5 BC002576. 2. (1~)
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0
GCTGGGGUGCGGGEGGGELCCGEGE ACCATG AGCCGCTGAGCCGGEGCC CCCLACCCCACCE AGCCAGCGG ACCC TCGG AGCGCAGCCEL TGCG CCGCBGGAGE GGCTCCAACCAGG CG GC
231 241 281 261 271 281 291 301 i Sl 321 331 341
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0
CACGCBECEACACGCACCEAGLC CACCOGACCCOCG GG LG RCGEGCEBEEGLELCAGES GCGCTACGATCGAGGCGC TAATGGCCCGGEBCGLGUTCACGGGTECCCETG GGGCGCT
351 361 371 381 391 401 411 421 431 441 451
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CT EPETHCTE CECTECCTE CTEACE CACGECCGCELEECEGEGREGTE GECEATECATC GTTECCLEGGCEATGTC GCCCCC CGGAC GAGTTGGCAGTGC TAC C
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Applied

Blosystems IRALO04B24__A7L6_pOTB7-R_F01_06_ABIO8 Inst Model/Name 3500/3500 Instrument
IRALO04B24__ A7L6_pOTB7-R Dec 12,2017 03:01PM, JST
SIN G:47 A:61 T:47 C:70 Primer B: pOTBT-R KB_3500_POP7_BDTv3.mob Dec 12,2017 03:16PM, JST

Gray line indicates quality value

KB.bcp R  ATTCATTAATGC 3 Pts 1738 to 8607 Pk1 Loc:1706 Spacing:10.29 Pts/Panel1350
KB1.4.1.8 Cap:6 SGTACTGCAGECG Version 6.0 HiSQV Bases: 696  (QV) < 40, Plate Name: 20171212_GNP
| . , G ATCTACCACTT TG TACAAG AAAGCTGGGTCAGG CAGCTATGACCATE TG CCATT TCATTACCTCY
1 10 19 28 37 6 55 64 73 Vo1 10 109
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TTCTCCGCACCCG ACATAG ATGCCTCG AGITTTTTTTTTTTTTTTTTTTTCACT CAGTAGGTGTCT TTATTCATACTTGTTGACATT TCCCATEGGG AATGGTTG AAG GGAG
118 127 136Xho] 145 172 181 190 199 208 2%
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