Genome Network Project_Full —Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : IRALO03M21

Vector : pOTB7 Gene CDC2
Accession No. | BC014563.1 1119 bp 1.1119
CcDS 894 bp 14..907
@ Plasmid DNA purification
Date: [ 2(106 ’ Culture : LB (25 ug/ml Chloramphenicol) _10 ml —> at 37 deg C over night
Date: | 2 110"/ Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: | 21101
DNA concentration (O.D.): g 9 ng/ul
DNA 0 ul
Enzyme (BamHI + Bglll) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 ; 7.5 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

E
g

{Expected size of fragment from BC014563.1 >

:

1615,.692, 613 bp

@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul

Date: [2 [ 108 Concentration at the time of preparation of plasmid DNA : 25 ng/ul

Primer A - pOTB7F Date: [2]) 09

Primer B pOTB7R

Primer C = DNA (__ 99 ng/u) 2.0 ul

i 10x TE ul
S List of http://dna.brc.riken.jp/ I 311
equencing en/GNPclone3en.html 2 205. [ ul
Primers Total 316.8 ul

APPROVED BY :
http://dna.brc.rikenjp/index.html
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Appuea IRALO03M21_pOTB7_F_3_A10_01 Inst Model/Name 3500/3500 Instrument

Biosystems — o
y IRALO03M21_pOTB7_F_3 Nov 08,2012 02:36PM, JST

SIN G:127 A:94 T:87 C:69 Primer A! pOTBT-F ' KB_3500_POP7_BDTv3.mob Nov 08,2012 03:02PM, JST

KB.bcp Pts 1164 to 12323 Pk1 Loc:1141 Spacing:10.99 Pts/Panel1350

KB1.4.1.8 Cap:1 5 AACGCGGCTACAATTAATACATAACC 3 Version 5.4 HiSQV Bases: 1033 Plate Name: 20121108_GNP
ACAATZCACAE TAC G ATTITAGGTG ICACTATAGAACTCGAAGGATCCACAAG TTTGTACARA ARAAGCAGGCTTGTAARAACGACGGCCAG TAACTATAACGGTCCTAAGGTAGC
1 11 21 31 41 51 attB161 71 81 91 101 111

1232

616 ’

0 AR08 N XA Y )

SAGGCCTGGGTGGCGAATTACCATAC|ICCATTGACTAACTATG GAAGATTATACCAAAATAGAGAARATTGGAGAAGGTACC TATGGAGTTGT GTATAAGGGTAGACACAARACT
121 131 141 151 161 171 181 191 201 211 221

Inser

1232 Vector insert
.:: i mmm ::: I EZ: il E: g
A VAU VAU T URU AL fE:E:. NV WUV U W T AN
ACAGGTCAAGTGGTAGCCATG ARAAAARATCAGACTAGARAGTGAARAGAGGAAGGGGTTCCTAGTACTGCAATTCGGGAARAATTTCTCTATTAAAGGAACTTCGTCATCCRAAATATLR
231 241 251 261 271 281 291 301 311 321 331 3

1232 »

e o v : A O A
AN YUY AT A AN A A N A A NNV AN
GTCAGTCTTCAGGATGTGCT TATGCAGGATTCCAGGTTATATCTCATCTT TGAGTTTCTTTCCATGGATCTGAAGAAATACTTGGATTCTATCCCTCCTGGTCAGTACATGG A
11 351 361 371 381 391 401 411 421 431 441 451

1232

616

0
TTCTTCACTTGTTAAGAGTTATTTATACCARATCCTACAGGGGATTGTGTTTTGTCACTC TAGAAGAGTTCTTCACAGAGACTTARRAACCTCAAAATCTCTTGATTGATGACH

461 471 481 491 501 511 521 531 541 551 561

1232

616

0 . \ | )
\AAGGAACAATTAAACTGGCTGATTTTGGCCT TGCCAGAGC TTTTGGAATACCTATCAGAGTATATACACATGAGGTAGTAACACTCTGGTACAGATCTCCAGAAGTARTTG

571 581 591 601 611 621 631 641 651 661 671

1232

616

0

Printed on: Thu Nov 08,2012 05:22PM, JST Electropherogram Data Page 1 of 2



bd BibE cte IRALOO3M21_pOTB7_R_3_B10_04 Inst Model/Name 3500/3500 Instrument

Biosystems -
y IRALO03M21_pOTB7_R_3 Nov 08,2012 02:36PM, JST
S/N G:91 A:102 T:99 C:67 ; . KB 3500 POP7_BDTv3.mob Nov 08,2012 03:02PM, JST
Primer B: pOTB7-R = - - .
KB.bcp Pts 1157 to 12330 Pk1 Loc:1134 Spacing:11.04 Pts/Panel1350
KB 1.4.1.8 Cap:4 5 GTACTGCAGCCGATTCATTAATGC 3 Version 5.4 HiSQV Bases: 980 Plate Name: 20121108_GNP
GAIT TGGG C TATC G A TIAATACG ACT CAC TATA CICICA G ZC.C'GTACAG ATCTACCACT TTGTACAAG AAAGCTG GGTCAGG ARACAGCTATGACCATGTGCCAT TTCATTACCT
1 11 21 31 41 51 61 attp27l 81 91 101 111 i
1088
544
0
CTTTCTC G CACC CGACATAGAT GCETCGAGIT TTTT T TTTTTTITTITTT T TCACAT T TACA GAATTATATT TAARAATTCATA AGAATATTTACAT T TTTAAGTTATATTTTI
il 131 141 161 171 181 191 201 211 221 231
1088
- >D>D>>>>D>>>> >>>>>>>D>>>>>>>>D>>9D>D>>>>D>DD>DDDD>>>>D
0 A \ »
GAAATTA GAAGACGAAGTACAGCTGAAGTTTGATAACAAAGAAARTATATATAA GACARAR TAGACAAGAGTTAACAATAAAAACACAACTATCT GTTGACATA ACATATGG A
241 251 261 271 281 291 301 311 321 331 341
1088
o Ny : ) » il AN >>:
o WU, Ll » . AU I VWA A A AR A AR W W AAAANRAAAD , AR WAA
ABACTTT TTGTCAGAALGCTACATCTTCTTAATCTGAT TGTCCARAT CATTARAATATGGATGATTCAGTGCCATTTTGCCAGAARATTCGTTTGGCTGGATCATAGAT TARCAT
351 wﬂ 371 381 391 401 411 421 431 441 451

1088

. .rr‘: :,.:z,r..,:=:=:=:;,,,r:,;:.: =f:==;::;:;:;gzr;

TT TCGAGAGCAAATCCAAGCCATTTTCATCCAAGTTTTTGACATGGGATGCTAGGCTTCCTGGTTTCCATT TGGGARATGTATT CTTATAGTCCTGTAAAGRA AT T'CiCAC' TTE T d
461 471 481 491 501 511 521 531 541 551 561 571

1088

oo s s e ol D)>,.>,_,,,» ,»,b,,..,,>,,..,,,,,,,.,,,, m

3JGC CACACTTCATTAT TGGGAGT GCCCAAAGCTCTGAARARAATCCTGAAGAGTTGATCAATTTCTGAATCCCCAT AAGTGGTTTCT  TAGTTGCTAGT TCAGCARAATATGG
581 591 601 611 621 631 641 651 661 671 681

1088
544

0 AVAWA A ,—. AV A WM N A AW A
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