Genome Network Project_Full ~Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : IRALO03A23

Vector : pOTB7 Gene EXO1
Accession No. | BC007491.2 | 3238 bp 1..3238
CcDS 2541 bp 531..3071
@ Plasmid DNA purification
Date: 13024 Culture : LB (25 ug/ml Chloramphenicol)_10 ml_—> at 37 deg C over night
Date : {30129 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (30129

DNA concentration (0.D.): 2 49 ng/ul

DNA 0.2 ul
Enzyme (BamHI + Bglll) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.%
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

=
>
. T
§ T £
R
theb)
(_.2~§
<— /4
ot
<{Expected size of fragment from BC007491.2 >
2534, 1615, 890 bp
@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
» Shipping amount : 40 ul
Date : /3020 / Concentration at the time of preparation of plasmid DNA : 25 ng/ul
Primer A pOTB7_F Date: s 3p20 ¥
Primer B pOTB7_R
Primer C - DNA (248 ng/un S0l
. 10x TE I
SeLls;cnoﬁn http://dna.brc.riken,jp/ X : 3’? 3 d
qulijmeis g en/GNPclone3en.html dH,0 577 . 7 ul
Total 0&{&3‘ 2 ul

APPROVED BY :
http://dna.brc.riken jp/index.html
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Applied

Bi osystems IRALO03A23_pOTB7_F_C10_07 Inst Model/Name 3500/3500 Instrument
. IRALO03A23_pOTB7_F Feb 01,2013 10:51AM, JST
SIN G:504 A:343 T:409 C:343 Frimer A:pOTB7-F KB_3500_POP7_BDTv3.mob Feb 01,2013 11:18AM, JST
KB.bcp 5 AACGCGGCTACAATTAATACATAACC 3 Pts ioo to Ku.wwm Pk1 Loc:1377 Spacing:12.59 Em\_um:m:wm.o
KB 1.4.1.8 Cap:7 Version 5.4 HiSQV Bases: 1054 Plate Name: 20130201_mix
ATCA TACACA TACG ATTTAG GTG ICAC TATAGAACTCGAAGGITCCACAAG TTT GTACAARAARAGCAGGC TTG TARAAC GACG GCCAGTAACTATAARCG GTCCTAAGG TAGC
21 7 1 101 111
1 11 31 41 51 ,ftB] O 1 81 9
1284
642 / ’
0 00X R XA \ A
GAGGCCTGGGTGGCGARTTCGGCAC GAGGGCGTTGCCGGCCG TGGGTGCTCTGGCCACAG TGAGTTAGGGGCGTCGGAGCGGGTTTCTCCAACCGCAATCGGC TCCGC TCAR
121 EwRT 131 14 151 161 171 181 191 201 211 221
Vector <—|= msert
1284
642
0
SGGGAGGAGGAGAGTCCCTTCTCGGAAGGCCTAAGGAAACGTGTC GTCTGGAATGGGC TTGGGGGCCACGCCTGCACATCTCCGCGAGACAGAGGGATAAAGTGAARAGAT GGTGC
231 241 251 261 271 281 291 301 311 321 331
1284
642
0 B
TGTTATTGTTACCTCGAGTGCCACATGCGACCTCTGAGATATGTACACAG TCATTCTTACTATC GCACTCAGCCATTCTTACTACGC TRAAGAAGARATAATTATTC GAGGAT A
341 351 361 371 381 391 401 411 421 431 441 451
1284
642
0 A A ) AN \ \
TTTGCCTGGCCCAGAAGRARACTTATGTAAATTTCATGAACTATTATATCCGTT TTCCTCGGAGTGAGAGARAACTCT T TTTAGATATCATCTGAGAGAACTAGTGAARTCCCA
461 471 481 491 501 511 521 531 541 551 561
1284
642
0
GTCACTGAGTGGAGTT GAGAR GTCTAAGAACCTC TGAARTTTGAGAACTGC TGGACCAGAGCCTTTAGAGC TCTGATAAG GTGTCAACAGGGTAGTTAATTTG GCACCATG(
571 581 591 601 611 621 631 641 651 661 671
1284
642
0 /\ MYV /\ {\
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5 Applied
@w Biosystems IRALO03A23_pOTB7_R_D10_10 Inst Model/Name 3500/3500 Instrument

IRAL003A23_pOTB7_R Feb 01,2013 10:51AM, JST
SIN G:135 A:88 T:129 C:97 Primer B: pOTB7-R KB_3500_POP7_BDTv3.mob Feb 01,2013 11:18AM, JST
KB.bcp . Pts 1390 to 14524 Pk1 Loc:1367 Spacing:12.64 Pts/Panel1350
5 GTACTGCA y. 3 .
KB1.4.18 Cap:10 GRS DED 3 Version 5.4 HiSQV Bases: 996 Plate Name: 20130201 _mix
G (CTT(G CC TA'CG RATTIATAC GACTCACTATAG GG AG AtTtA(AG CAG ATCTACCACTT TGTACAAGARAGCTGGGTCAGG ARACAGCTATG ACCATGTGCCATTTCATTAC(
1 i 21 31 41 51 61 71 81 91 101 131
918
459 /A . 5 ?s ’
: IR AT I WAV VIV VLT
o XL 00RO XA i IOV WA WD AV
TCTTTCTCCGECACCC GACATA G rHOOOHOO V\GITTCTTT TTT T PT T TTT T TT T TTARA GTCAATATACAARANATGTATTE TAT T TTTARAAAT GGEACARARTGAGRARARATTE
121 131 141 “_.mH 161 171 181 191 201 211 221
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TTCATGCTGATARAGTGCC TCATTCCCAAACAGGGACTTCAAATTGATCAGATTCTCTTGCAGGCRAAAGCTTTGCAGCAGTCTGCATTTACTGGAATATTGCTCTT TGAACAC

231 241 251 261 271 281 291 301 311 321 331 341
918 .
o e e
O A > ) »J »»» AAN »»byb >»»>>'>>PP.>/P»»%»» »P»). »»‘»»hbbbbn>a\’, Pb)),b.bibybnb )bx)pyn,

SGCCACATTCAGGTTTGT TARATATATCCTCTTCCGCTTCTGGAGTTAGTTGGATGTTATCTCTGACTGGGGACAGGGG TTTCTTACAAGG AGGAAGCTTTT CAAAATC TTT T

351 361 371 381 391 401 411 421 431 441 451
918

Sl ;.,,? s ; I

461 471 481 491 501 511 521 531 541 551 561

918
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SGCTCTGGCAGGTCC TAARGGTTTGATCTTGGTTGTARARARAGAGAGTCT GCAARRACTGGACTTATATAGCCCAGGAACCTTGTTCCT TAGAGGTGTGTCTTTTTT TGAGARAR
571, 581 591 601 611 621 631 641 651 661 671 64
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