Genome Network Project_Full —Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRALO02N20 Lot#: 7566_B2K9
Vector : pOTB7 Gene RNF185
Accession No. BC009504.2 2594 bp
cDS 579 bp
@ Plasmid DNA purification
Date: 22 .11-14 Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date: z2.11.15 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: 22‘”.|b

DNA concentration (0.D.): 206 ng/ul

< Size of fragment expected from this clone >

DNA 0.3 ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 4.5kb
Buffer H 1 ul Bglll 2.5, 1.0, 1.0 kb
dH,0 7 ul BamHI + Bglll 1.6kb (Vector) 1.0, 1.0, 0.9 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DDB @ 6 %fll\j/lna;'::r
Marker : 2-Log DNA Ladder (NEB#N3200L) ®;BamHl
(kb) @:Bglll
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 22. 1 1.2%

@ Confirmation of the insertion sequence DNA (306 ng/ul) 35‘ Q9 ul
10x TE /02§ ul
Date : 22. |1.2] dH,0 P43 ul
Total j029, 1 ul
Primer A pOTB7_F
Primer B pOTB7.R @ Shipping
Primer C =

List of http://dna.brc.riken.jp ﬂConc. : 29 ng/ Y@ Volume: 40 (@

Sequencing /en/GNPclone3en.ht
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Applied

“ Bi osystems 7566_IRALO02N20_B2K9_pOTB7_F_A03_03_ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRALO02N20_B2K9_pOTB7_F Nov 17,2022 09:53AM, JST
S/N G:338 A:337 T:267 C:448  Primer A: pOTB7-F KB_3500_POP7_BDTv3.mob Gray line indicates quality value Nov 17,2022 10:14AM, JST
KB.bcp  AACGOGGCTACAATTAATACATAAGD & Pts 1673 to 12483 Pk1 Loc:1656 Spacing:13.75 Pts/Panel1350
KB1418 Cap:3 % G A Version 6.0 HiSQV Bases: 816  (QV) < 40. Plate Name: 20221117_GNP

1 TATAG GITC G GGITCCAC G TTTGTAL AGCAGGCTTGT: CGARACGGCCAGT CTAT CGGTCCT GGT

1 11 21 31 41 - 51 1 71 81 14 101 i Gl

BamH L (ttB 1 MI3 fwd,
1164
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GCGAGGCCTGGGTGGC G TTCIG GCACGAGGIG AGGGGTCGGAGGTCTT C.-C CAGATTGACGCGGCGTTAGTATT GGCCGTGTACCCG CTGATTGACTGGGCTGGC!
123 141 151 .. Ll 171 181 T8l 201 211 221
EoRY

BCL009504.2, (1~)

= il gl

CGTTAACTGTGCG GAGGCAGGATTTCCCTGGGGAAAGTCTTCACTCAGAGC TTCGCTGACAGCCAAGGATGGC GGGGCCCTCGGCCTCT TCTCCTGAGAACTCCAG
231 241 25 261 271 281 291 301 Nk g21 331 |

1164
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I'GCAGGGGGGCCCAGTGGG AGCAGC TGGCGCTGGCGAGAGCGGAGGGECAGGACAGCACT TTC GAGTGC CATCTGCTTGGACACAGCC GGATGCCGTCATCAGCCTGTH
341 361 361 371 381 391 401 411 421 431 441 451

1164

- “lll‘l‘ll‘lllll‘llkl“"ll‘llllll‘llll‘l“llllll"llA‘ll‘lllll‘ll‘l‘l‘l“l‘lllllll““llllll‘llllll‘l‘

TGGCCACCTCTITCTGTTGGCCGTGTTT TCAGTGGTTGGAGACCAGACCT CAGACAGGTGTGTCCTGTTT GC WGCTGGCATCAGCCGAGAC GGT CATCCCCCT
461 471 481 491 501 511, 521 531 541 551 561

1164
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TATGG GGGGCAGCACTGGGC CAGGACCCCAGAGAG GACCCEeTECTEGTELTC GGACAGAGGCCAGAGCCG GAG TAGAG GGEGAT TTC GGATTTGGATT]
5L 581 591 601 611 621 631 641 651 661 671

1164
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Applied

A BBEystems T AL 240 pOTE 6 A ol

S/N G:251 A:390 T:237 C:381 Primer B: pOTB7-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value Nov 17,2022 10:14AM, JST

KB.bcp Pts 1620 to 12352 Pk1 Loc:1603 Spacing:13.65 Pts/Panel1350

KB1418 Cap6 5 GTACTGCAGCCGATTCATTAATGC 2 Version 6.0 HiSQV Basef.: 751 (QV) < 40. i ‘CP|:telea:~|:(22coz;21T1;Z GTNTP
1 10 19 28 37 4689Q1 55 {1‘&31_ 73 ) M?3T‘e\/ g1 V¥ 1081 Sccl 109
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1060 ———> BC009504,2 (~2594)
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