Genome Network Project_Full ~Length cDNA clone

RIKEN_Clone_ID : IRALO01P03
Vector : pOTB7

@ Plasmid DNA purification

Date : 21,03, 2]

Date : 21.0%, 22

Gene Engineering Division RIKEN BRC

Lot#: 7566_B1Ci

Gene HSPA9B
Accession No. BC000478.2 2802 bp
cDS 2040 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 2/.07,22

Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

DNA concentration (O.D.): 245 ng/ul
< Size of fragment expected from this clone >
DNA Dt
Enzyme (BamHI + Bglll ) 0.5+ 0.5 ul BamHI 4.6 kb
Buffer H 1 ul Bglll 4.6 kb
dH,0 7.6 ul BamHI + Bglll 1.6kb (Vector) 3.0 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DO @ 6 %r:cr::r
Marker : 2-Log DNA Ladder (NEB#N3200L) @zBamHI
(kb) @:Bglll
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@ Confirmation of the insertion sequence

Date : 2].03,29
Primer A pOTB7_F
Primer B pOTB7_R
Primer C =
List of http://dna.brc.riken.jp
Sequencing /en/GNPclone3en.ht
Primers ml

(®):BamHI + Bglll

@ Adjust plasmid DNA solution to 25 ng/ul

Date :2/.03.70
DNA (295 ng/up) o u
10x TE 4.2 ul
dH,0 ££8.2 ul
Total &{l % ul
@ Shipping

mConc. : 25 ng/ U Q,

Volume : 4Q Uu Q

Eooremp e mmelellees

APPROVED BY :

http://dna.bre.rikefgprindexthtmt
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Blosystems 7566_IRALO01P03_B1Ci_pOTB7_F_C03_09_ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRALO01PO3_B1Ci_pOTB7_F Mar 24,2021 09:42AM, JST
S/NG:209 A237 T:138 C:189 . xo orprF KB_3500_POP7_BDTv3.mob Gray line indicates quality value  Mar24,2021 09:57AM, JST
KB.bcp ) , Pts 1764 to 8706 Pk1 Loc:1732 _ Spacing:10.52 Pts/Panel1350
KB1.4.1.8 Cap9 5 AACGCGGCTACAATTAATACATAACC 3 Version 6.0 HiSQV Bases: 662  (QV) <40. Plate Name: 20210324_Mix
C CTATAR G AACTCG GG T CCAC GTTTGTACA? AGCAGGCTTGTA? CGACGGCCAGT CT-E CGGTECT GGT GCG-
2 3 41 51 6 71 8 ¥ 01
1 11 1 1 BodH1 attBlL  ©! MBfwd. i 1 111
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 GGCETGEGTGGCGAATTHG GCACBAGE|EG GCGCTTGTTTGC"‘GCCTCGT CTCCTGCAT TTATCCGCCATG ATARGTGCCAGCCGAGC TGCAGCAGCCCGTCTCGTGGGEGCC
121 EcoRI 11 141 171 181 191 201 211 221
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GCAGCCTCCCGEGGGEGGCCCTACGGCCGCCCGCCACCAGGATAGCTGG! TGGCCTTAGTCATGAGGC TTTTAGACTTGTTTC GG CGGGATTATGCATC TCAAGGGAQG
231 241 251 261 Z0x 2HY 301 311 321 331
1048
524 l ‘
0 | \
CAGTTGTTGGTATTGATTTGGGT ACTACC CTCCTGCGTGGC GTTATGGAAGGT? ACGAGC?Z GGTGCTGGA G TGCCG GGTGCCAGAACC CCCCT”C GTTGTGG
L 351 361 371 381 391 401 o E 421 431 441 451
1048
524 ‘ ‘
0 I |
CCTTTACAGCAGATGGTG AGC GACTTGTTGGAATGCC GGCCI GCGACAGGC TGTCACC W GHEIC Ci TACATTTTATGETAG CI GCGTCTCATTGGC CGGCGATATGAT
461 471 481 491 501 511 521 53l 541 891 561
1048
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GATCCTGAAGTACAGH? GAC
571 581 591 601 611 621 631 641 651 661 671
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Applied
Bigspystems

S/N G:140 A:228 T:130 C:151 Primer B: pOTB7-R
KB.bcp

7566_IRALO01P03_B1Ci_pOTB7_R_D03_12_ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRALO01PO3_B1Ci_pOTB7_R Mar 24,2021 09:42AM, JST
KB_3500_POP7_BDTv3.mob -

Pts 1775 to 8706 Pk1 Loc:1743

Mar 24,2021 09:57AM, JST

Gray line indicates li
quality value g ing:10.57 Pis/Panel1350

1 11 21 31

KB14.1.8 Cap12 5 GTACTGCAGCCGATTCATTAATGC 3 Version 6.0 H|SQV Bases 644 (QV) = 40, Plate Name: 20210324_Mix
G ac T i GCTGGGTCAGG CAGCTATG CC TG TGECCATTT kg I
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CTCCGC CCGACATAGATGCCTCG AGTTTTTTT

151

|5 BC000478.2 (N2<?02)

241 251
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. nmmmmmnnmmmummumnmhmnumnmmmmunm,luhmt‘l.hmm

TGTAGGTGCCAGACACAGGGCAGRAGG GT TAGCTGTACCT

321

TCCCATTGTTCT ATTCETET
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TGGCACAGCC FGACTTGCAAGGC CTCAG TTGAAGGACCCCATGTAL CCAGTACAGC
391 401 421 451
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TEACLCCC
557

TATGTGGTCTCATT TC GGATGACTACC  GTGTGC
491 531
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601 611 641 651 661 671

Printed on: Wed Mar 24,2021 10:22AM, JST

Electropherogram Data Page 1 of2



