Genome Network Project_Full ~Length ¢cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRALO01E22 Lot#: 7566_BOJS
Vector : pOTB7 Gene SGTA ‘
Accession No. BC000390.2 2238 bp
cDS 942 bp
@ Plasmid DNA purification
Date : 20.10.0Z Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date : 20. I'O-Oci Purification : QIAGEN Miniprep kit => dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 20. 10.09

DNA concentration (0.D.); 20 ng/ul
< Size of fragment expected from this clone >

DNA 0,39 ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 4.0 kb
Buffer H 1 ul Bglll 4.0 kb
dH,0 7.65 ul BamHI + Bglll 1.6kb (Vector) 2.4 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DOB @ ® (D:Marker

@:uncut
@:BamHI
@:Bglll
(B):BamHI + Bglll

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 2. (06,02
@ Confirmation of the insertion sequence DNA ( 270 ng/ul) g0 ul
10x TE 9.8 ul
Date : 20.]].9 dH,0 T4/,2. ul
Total ?/f o ul
Primer A pOTB7_F
Primer B pOTB7.R @ Shipping
Primer C -

List of http://dna.brc.riken jp d_gonc. 25 ng/ 1 Q, Volume: 4Q p 2

Sequencing /en/GNPclone3en.ht

Primers ml wyrmzﬂgﬂ&ﬂwmwwmﬁﬂwu
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pplied 7566_IRALO01E22_B0J8_pOTB7_F_E02_14_ABI24 Inst Model/Name 3500/3500 Instrument
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:CTTGCGCTCCCTCAGACTCTGCCGGAGATATTTGAAGCGGCTGCCACGGGCARGGAGATGCCGCAGGACCTG AGGAGCCCCGCGCGAACCCCGCCTTCCGAGGAGGACTCAGH

1 351 361 371 381 391 401 411 421 431 441 451
1376
. \/\N\A/\/\/\MM[\/\/\Q/\/\/V\/\AA /\/\a[\/\/\/\/\fv\/\f\/\/\m\/\/}[\/\m W /\/\/\[VW\AN\NV\MNWVWWWV\AMN\M/\N\AAM[\M\A[
CAGAGGCAGAGCGCCTCHA ACC GA ACGAGCAG? : AGTGGAR CTTTGAAGECETGCCGTGEATTTCTACG G2 AAGC CATEGAGETCAACCEA GG 2 CGCCG
461 471 481 491 501 511 521 531 541 551 561
1376
688
0 ] /\ A\ N . , /)
TCTATTTC TG CAACAG AGCCGECAGC G TACAGCAAACTEGECE CTACGCA 4 ( s |
571 581 591 601 611 621 631 641 651 661 67
1376
688

0 A0 S da0er X000anc 000X

Printed on: Tue Oct 13,2020 02:44PM, JST Electropherogram Data Page 1 of 2




Applied

Blosystems 7566_IRALO01E22_B0J8_pOTB7_R_F02_17_ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRALO01E22_B0JS_pOTB7_R Oct 13,2020 01:49PM, JST
¥ ; 7 i Primer B: B7- . . i 7
S/N G:330 A:271 T:193 C:382 rimer B pOTB7-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value O(?t 13,2020 02:18PM, JST
KB.bcp 5 GTACTGCAGCCGATTCATTAATGE 3 Pts 1722 to 8678 Pk1 Loc:1690 QV) Spacing:10.52 Pts/Panel1350
KB1.4.1.8 Cap:17 Version 6.0 HiSQV Bases: 576 QV) < 40. ~ Plate Name: 20201013_GNP
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CACCTCACCGCCATG AGCGGCTGCAGGGECCGCGGCGGCCCCCG TTCCTACTGC TACCTACG ATACACGGTACTGCGCCTACCTCACAGACGGC CAGG AGCCAGEG AGCCCCAG
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