Genome Network Project Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN_Clone ID : IRALO01C15

Vector : pOTB7

@® Plasmid DNA purification

Date: \7073|

Date: |70%0 |

Lot#: 7566_A7Gv

Gene PHGDH
Accession No. BC000303.2 1861 bp
cDS 1602 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night

1.3,05, 02 kb

Date : (7080 |
DNA concentration (0.D.):___1P 8 ng/ul
< Size of fragment expected from this clone >
DNA 0.b ul
Enzyme (BamHI + Bglll ) 0.5+ 0.5 ul BamHI 3.6 kb
Buffer H 1 ul Bell 8, 1.3.0-5 kb
dH,0 7.4 ul BamHI + Bglll 1.6kb (Vector)
Total 10 ul -
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Erectrophoresis : 1% agarose gel, 1x TAE Buffer s X
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Marker : 2-Log DNA Ladder (NEB#N3200L) -
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /70<Fd,7

(53

40.0

@ Confirmation of the insertion sequence DNA ( ng/ul) ul
' 10x TE 50.5 ul
Date : [7(§02 dH,0 375 4 ul
Total 505 £ ul
Primer A pOTB7_F
Primer B pOTB7_R @ Shipping
Primer C =
List of http://dna.brc.riken.jp Conc.: 29 n / Q Volume : 4 2
Sequencing /en/GNPclone3en.ht
Primers ml o T ; gsﬁ (! 0 \al ; L0
17.8.07
APPROVED BY :
http://dna.bre.rikenipAindexhtm



‘,;;;..,,l\ 2 é\iggslr]set%ms IRALO01C15_A7Gv_pOTB7_F_A07_01_ABI24 Inst Model/Name 3500/3500 Instrument
‘ IRALO01C15_A7Gv_pOTB7_F Aug 02,2017 03:19PM, JST
S/N G216 A217 T:160 C:247  primer A: pOTBT-F KB_3500_POP7_BDTv3.mob Aug 02,2017 03:36PM, JST

Gray line indicates quality value

KB.bcp Pts 1775 to 8707 Pk1 Loc;1743 Spacing:10.63 Pts/Panel1350
KB1.4.1.8 Cap:1 5 AACGCGGCTACAATTAATACATAACC & Version 8.0 HiSQV Bases: 698 (QV) < 40. Plate Name: 20170802_mix
C TATAG AARCTCG AAGGITCCACAAG TTTGTACAAARAAGCAGGCTTG TAAAACGACGGCCAG TAACTATAACGGTCCTAAGGTAGCEG

1 ' i 21 31 Pomm Y SIQTJCB:L 61 71 MB‘FW
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GG TR TREC CARAT TCIGECACG ACC ECG-AAC CECACC TTETTI GG ETTAGG TACT PTETAC TCACAGTCGEE BTG ATT EEGAGG EER CTRCAGEAATGGCTTTTGCARATETG
117 T2l ECORL 137 141 151 161 171 181 191 209 211 Z21
1232 f — 3. o~
Vet === | BC000303.2 (3~)
- /\/\/\m Maai, ﬂ/\/V\/\a/\r\A[\ AA[\/\A
; MMt st aadnana AN A A AR AN [\AI\AM/\/\A/\/\ /\/\/\/\/\/\nm\/\/\/x/\
G GAAAGT B TCAT CAGTCACAGCCTGE ACCC TTEC TG CE GGRAAG ATC T TGCARAGATGGEGAGGGCTGCAGGTEG TG Pt REET TAGCE AG AGGAGCTG!? LGC GG
231 241 251 261 271 281 291 301 311 321 T3
1232
- /\/\/\A/\ /\/\[\/\/\AMA[\A /\/\ /\f\/\/\/\A/\/m/\f\/\/\/\f\m /\/\/\A/\A/\/\/\/\f\/\/vxf\/\/\/\/\/\/x/\/\ /\ /\A/\/\/\/\/\/\M/\N\/\/\/\f\/\f
o A WAL Il 0 Al A A
GCTGCAGG ACTG TG AGGEECTTATTE TTEGETETE ECACE CGTGACCGC TG ATGTOATCAACGCAGCTGAGAAACTCCAGGTGGTGGGCAGGGCTGGEC CAGGTGTG GAC!?
341 351 361 371 381 391 401 411 421 431 441
1232
ATGTGGATCTGG AGGC CGCAA AAGGGCATC T TG GT TATGAACACCCCCAATGG GAACAGCCTCAGTECCGCAGAACTCAC TTG TG GAATGATCATGSGTGCCTG GC
451 461 471 481 491 501 511 B2q 531 541 551
1232
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CAGGCAGATTCCCCAGGC GACGGCT TE
561 571 581 591 601 611 621 631 641 651 661
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\:}K > ] Blosystems | L001C15 Gv pO B BO7 0 BI2 Inst Model/Name 3500/3500 Instrument

IRALOO1C15_A7Gv_pOTB7_R Aug 02,2017 03:19PM, JST
S/N G:433 A:381 T:440 C:6¢ Primer B! pOTBT-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value Aug 02,2017 03:36PM, JST
KB.bcp Pts 1762 to 8707 Pk1 Loc:1730 Spacing:10.51 Pts/Panel1350
KB14.18 Cap:4 5 G FACTGCAGCCGATICA“ AATGC 3 Version 6.0 HiSQV Bases: 676 (QV) < 40. Plate Name: 20170802_mix
, CTATAG GG AGIC((AG CAGATCTACCACT T TG TACAAGAAAGCTG GG TCAGGAAACAGCTATGACLCATG TGC CAT TTCATTACCETY
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l : ! PSQIL 0ttBL Nidtev b[-ﬁ‘ce[

; et oAl

IT T TETCERCACCCEGALATAGATGE CTEEAGITTITT TTTECTTTITTT TT T TG GEGBGTAGG CTCTTTAT TAGACGGTTAT TG CT GTACTACAGGE TCAGAG TGCAGTGTA
121 131 Xh5‘tl 151 161 171 181 191 201 211 221

950 ector. <> BCOp0303-2 ( ~ 1861)

- umnnumlnmlmm.u T e AT e

AGTGTCAGAGGCCCGCGTTCAGCCC?E \TGTGGATTTTCTCTCCCTAT TGATCACAGTGGGTGGGTTTCTTCAGAAAAGCCCCAGAGGCAGGGACCAGTGAGCTCCAAGGTT
231 241 25 261 271 281 291 301 311 321 331

950

0 ‘ Lot JhlﬁhhmlA!ALHAML!MMAAA.«hl.«“u“A!Mhhmmm‘f.humuhAﬂullhuhl

AGTGGAACTG GAAGGC TTCAG TCACATGCTGC TTCCACGC TTCCAGGCTGGGCAGCAARGG AGGAGATGCCCATGACGTGCCAGGTCTCCCCATCTGACACCAGTGAAGTC
341 351 3ol 371 381 391 401 411 421 431 441 451
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e *.lmhhulmdum.mmluhnummnmumuu n nmmuum l

TGGTAG GACAGCAGCCGCACGCCTGCCTCTGCCAGGAGGCCAATCATGG TAG GC
461 471 481 491 501 531 541 561
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