Genome Network Project_Full —Length cDNA clone

RIKEN_Clone_ ID : IRAK172H11

Vector : pDNR-Dual

@ Plasmid DNA purification

Date : ]ngl")_

Date : l8|0|6

Gene Engineering Division RIKEN BRC

Lot#: 7566_A8Jc

Gene ADH1C

Accession No. | BC067420.1

1184 bp

CcDS

1128 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Date : \giO\b

Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

DNA concentration (O.D.): 24 ng/ul
< Size of fragment expected from this clone >
DNA 0.8 ul
Enzyme (Nhel + Spel ) 05+05ul Nhel 6.0 kb
Buffer M 1 ul Spel 6.0 kb
dH,0 7.2 u Nhel + Spel 4.6kb (Vector) 1.4 kb
Total 10 ul 28
+ 2
Erectrophoresis : 1% agarose gel, 1x TAE Buffer 3 RO 2
Marker : 2-Log DNA Ladder (NEB#N3200L) g % :‘f :;%

@ Adjust plasmid DNA solution to 25 ng/ul
Date : /.P/O?J}O
@® Confirmation of the insertion sequence DNA (| 24 ng/ul) c%)\ 0 ul
10x TE US b ul
Date: /£/0/7 dH,0 J04%. 8 ul
' Total 4376, % ul
Primer A T7 long
Primer B Dual-R @ Shipping
Primer C =
List of http://dna.brc.riken,jp Conc.: 29 n / Q. Volume: 4 2
Sequencing /en/GNPclone3en.ht
Primers ml ﬁ-evm——zg#ﬂ'ﬂ,_-"'m i.i‘f.

APPROVED BY :

http://dna.brc.rikeniprindexhtmi
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Applied
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plied

R o Dual_R_E02_05_ABI08 Inst Model/Name 3500/3500 Instrument
 BlO et artie IRAK172H11_A8Jc_Dual_R_E02_05_.
y IRAK172H11_A8Jc_Dual_R Oct 17,2018 02:24PM, JST
SIN G:50 A:88 T:82 C:99 Pt B ¢ DR KB_3500_POP7_BDTv3.mob Gray line indicates quality value . OC!17:2018 02:40PM, JST
KB.bcp , Pts 1662 to 8703 Pk1 Loc:1630 Spacing:10.83 Pts/Panel1350
KB1418 Caps5 5 ATCCAAGCACTAGTCATGAC 3 Version 6.0 HiSQV Bases: 715 (QV) < 40. Plate Name: 20181017_GNP
TGACCACTTACCTGCGGCGGCCCG CGCGCCAAALG TGGTCTAG GCTTRGC TAC GG G GECATCTGT
1 14 % 31 41 8i APqI 61 il XPAT HimdZ [ 101 111
BC 0674p0.L
1212 ’t ] S (i1 8%
W\/\(\mf\al\mm\[\ o Il
0
TTEGTTTE CGTCAGGACGGTACGGATACTCTTTCCAGAGCG GCAG GTCAAAT EC TT CATTTATETTITTE GGT . TATTT G TAT T TGCATCCAGTG
ke | 161 179 181 191 201 211 221
1912
\/\M\N\NMMN\ !\/\A/\MM/\/V\M/\A/\ MR T /\ANW
EPT e GCCAT : GTCAGCCAC GTTTGGGGACAG ! CTETT GECTCL AATAGCTCCTTTCCACGTGCGTCCAGTCAGTAGCAGCATAGGGTTTATT
231 241 251 261 281 291 301 371 321 331
1212
W\AMN\AA/\W/\A/\N\AAN\/\MMN\M\/\M N\AMMN\ANV\AN\MMMMMMM\MN\MN\MMWMMW f&/\
GAGGTTCTGGG TCAGGAGGTACCCCT TGACACT TG TGCCACATGCCTCATGACAACAT A ACAGGGAAGCCATCATGGTGTC GCCGACCGATGACTTC?
341 351, 361 371 381 391 401 411 421 431 441 45
1212
606 ‘
o A _ /
TCCACACCTCECATCAGTCATTTCCTT TAGCACTTCCTGAATGGGT TTCT TG TAGTCTTGAGGGTTGATGCATT CAGTGE GCAC CC CTET TTAGC ETT TECA TTT G
1 461 471 481 491 501 ST 521 531 541 551 561
1212
M/WWWV\N\NWVWMMNWVWWWWM\MWW\/\N e
"CETTGTTGATGTC CACEAGC TG TETGGCT GC TCCAGC TGEET T'T g T
571 581 591 601 611 621 631 641 651 661 671
1212
606
o L eNoeenomneniena alacsnoloc
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