Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource

Center

Lot#: 7566_ATH3

RIKEN_Clone ID : IRAK168C04

Vector : pBluescriptR Gene CLDN12
Accession No. | BC068532.1 3585 bp
cDS 735 bp

@ Plasmid DNA purification

Date : {70809

Purification : QIAGEN Miniprep kit —> dH,0O 100 ul

Date: |{70%0%

@ Digestion by restriction enzyme/Concentrarion calibration

Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night

Date : |7080%
DNA concentration (0.D.): 153 ng/ul
< Size of fragment expected from this clone >
DNA 0.k ul
Enzyme (EcoRI + BamHI ) 0.5+ 0.5 ul EcoRI 35,29 kb
Buffer H 1 ul BamHI 6.4 kb
dH,0 74 ul EcoRI + BamHI 2.8kb (Vector) 2.9, 0.7 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer
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Marker : 2-Log DNA Ladder (NEB#N3200L)

(kb)

@ Adjust plasmid DNA solution to 25 ng/ul
Date : 17032(

@ Confirmation of the insertion sequence DNA (53 ng/ul) 86.0 ul
10x TE 524 ul
Date : 708 |7 dH,0 3977 ul
Total 524.3 ul
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égig‘@ Bi osglflset%m . IRAK168C04_A7H3_T7_F08_06_ABI08 Inst Model/Name 3500/3500 Instrument
IRAK168C04_ATH3_T7 Aug 17,2017 08:54PM, JST

S/N G:73 A:70 T:68 C:103 Primer A:T7 KB_3500_POP7_BDTV3mOb Gray line indicates quallty value AUg 17,2017 09:08PM, JST
KB.hcp ] , Pts 1675 to 8552 Pk1 Loc:1643 Spacing:10.51 Pts/Panel1350
KB14.1.8 Cap6 5 TAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 709 (QV) < 40. ate Name: 20170817_MGE_GNP
CTT-CGTATAGCATACA TTATAC GAAGTTAT G GATCAG GC.C TCGGCCGiGCTCGAATTCGTCGAG|LGCGGEG TGTACCTCGCTGGGAAS
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G EACTTCCETG EGGEGACGOTE ARG AGGGAGACGETECAAG AGGETCCTCAG TG TG GG CGAGT T B¢ T8 E6TETGAS GEAGGCTCAGATTATTGC TACTETGTATTCAGATE
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TTeAT G TG T TET TVCT GCTG T GCTGTTTTGG CTETCAGGTACETC SGETCT GACTGACAG TAC T L CNC GCTTGECTGECCATEGERCTGTC GG GCGATGTCCARCY
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FECAGE CACRGTCETTTECEE TTEETGTETEG \TCGCCTCAGTAGC GGCCTCT’L:“T—C?C GGGACTC TG CTTCCC LCTGGAG . TT CERTTGATCAGATTE CAG CG
351 361 341 381 391 401 411 421 431 441 4571
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S & CCTGACTGT TTACACAGGCETGTGGET G TGTGCCCGGTATGACGGGAGCAGTGAC TECCTGAT GTAC GACACTACT TG GTAC TCATCAGT TGEGACCAGE TG
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IRAK168C04_A7H3_Reverse2 Aug 17,2017 08:54PM, JST
SIN G:67 A:92 T:97 C:94 Bt B Bavemaas KB_3500_POP7_BDTv3.mob Gray line indicates quality value AU 17:2017 09:08PM, JST
KB.bcp Pts 1651 to 8516 Pk1 Loc:1619 Spacing:10.51 Pts/Panel1350
T N e T =
1 pat 21 31 - GSG C if Kpn1 ﬂGPl%l n 81 BRI 1 BowHl| 101 1t
994 Vector . M
EZUTEET;ZTm'I'T(?TTLTMTTTTETGT T e
. (~3533) ! (Bos8532-1)
o A A AM oAt il uumlmnhduunHmnm il
994
" Wbl nuuumumunhnhmmAmuhulAummmuh mummmhmmmuu
994 . . | |
hmnh ISR g gl Wotlrll ulmbhmuunuumummem
994 |
o oMottt o oong oo ity
994
| 497
L

Printed on: Fri Aug 18,2017 09:26AM, JST Electropherogram Data Page 1 of 2



