Genome Network Project_Full —Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN Clone ID : IRAK167G10 Lot#: 7566 B1BI
Vector : pBluescriptR Gene ANXA2
Accession No. BC066955.1 1384 bp
cDS 1075 bp
@ Plasmid DNA purification
Date : 21-02.02 Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg C over night
Date: 21.02.03 Purification : QIAGEN Miniprep kit —> dH,0O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 21.02.03

i
DNA concentration (O.D.): B ng/ul
< Size of fragment expected from this clone >

DNA (o ul
Enzyme (EcoRI + BamHI ) 0.5 + 0.5 ul EcoRI 3.2,10kb
Buffer H 1 ul BamHI 4.2 kb
dH,0 59 u EcoRI + BamHI 2.8kb (Vector) 1.0, 0.4 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer (D:Marker
@:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) @):EcoRI
{kb) @):BamHI

10.0

8.0
4.0
3.0

(5:EcoRI + BamHI

@® Adjust plasmid DNA solution to 25 ng/ul

Date :2}. 0, 05

@ Confirmation of the insertion sequence DNA (& 7 ng/ul) gp{ o ul
10x TE 7.9 ul
Date : )|,02,0% dH,0 £3.3  ul
Total l?? 2> ul
Primer A T7 '
Primer B Reverse? @ Shipping
Primer C =

List of http://dna.brc.riken.jp dConc. : 25 ng/ H Q, Volume : 4Q U 2

Sequencing /en/GNPclone3en.ht

Flrimers ) ALyt b el

APPROVED BY :
http://dna.brc:.rikc: I.J"J frdexhtmi




Bi o?glllsﬁ%ms 7566_IRAK167G10_B1B1_3_T7_D01_04_ABIO8 Inst Model/Name 3500/3500 Instrument
7566_IRAK167G10_B1B1_3_T7 Feb 04,2021 09:41AM, JST

S/N G:225 A:289 T:172 C:264 p KB_3500_POP7_BDTv3.mob Feb 04,2021 09:57AM, JST

rimer A : T7 Gray line indicates quality value

KB.bcp Pts 1738 to 8704 Pk1 Loc:1706 _ Spacing:11.03 Pts/Panel1350
KB14.18 Cap4 5 TAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 667 (QV) < 40. Plate Name: 20210204_GNP
| ] CTTCG TATA GCATACAT TATACG GTTAT GGATCAGGCCAAATCG GCCGAGCTCGRATTCGTCGAG|IAGC GGIGCTCAGCATTTG GGGAL
1 11 21 31 41 51 61 ‘}QI 71 Sc] 8 91 101 111
e Eohl 4955.1 (1)
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1076
VecTon
538 ‘ ‘ J ‘l
’
0 X\ “ , | k ‘f‘ A
GCT CTCAGC TETCGEGGCGCACG SCCCAGECTTC ECT TCA TGTECTACTG TTCACG ATCCTGTGCAAGCTCAGCTTGG AGGGTGATCACTC TACACCCECCAAGTGCATATGG GT(
121 131 141 161 171 181 191 201 219 221
1076
ST GTEA GCCTATACT (521 it G'”“GC’FG \GCGGCGATGC TTTGAACATTG i ACAGCCAT CAAAGGTGTGGATGAGGTCACCATTGTCA ' TTTGACCAACCGCAY
231 241 251 261 271 281 301 311 321 331 341
1076
. MN\A/\A | MNVWV\/\/\A/\[W
S \TGCACAGAGACAGG ATAT TGCCTTCGCCTACCAGAGAAGGACCRAAT ARCTTGCATCAGCACTGAAGTCAGCCTTATCTGGCCACCTGGAGAC GGTGATTT TG GGCY
351 361 371 381 391 401 411 421 431 441 451
1076
538 l ‘ l
0 | LYV Y
<:TATTGAAGACACECTGCTCAGTATGAC GETTCTGAGCT ARGCTTCCATG \GGGGC TGGGAACCGACGAGGACTCTCTCATTGAGATCATC TGO TCCAGRACC CCAGG|
461 471 481 491 501 511 521 531 541 551 561
1076
i, e e
0 24588 - A
GC TGCAGGAAATTE CAGAGTCTAC GG
ik 581 591 601 6l1 621 631 641 651 661 671
1076
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Blosystems 7566_IRAK167G10_B1B1_3_Reverse2_E01_05_ABIO8 Inst Model/Name 3500/3500 Instrument
7566_IRAK167G10_B1B1_3_Reverse2 Feb 04,2021 09:41AM, JST
SIN G:73 A:89 T:62 C:88 Bedmen B Pevammag KB_3500_POP7_BDTv3.mab Gray line indicates quality value _ 'eP 04,2021 09:57AM, JST
KB.bcp _ i R it B o Pts 1723 to 8704 Pk1 Loc:1691 Spacing:11.11 Pts/Panel1350
KB1.4.1.8 Cap5 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 651  (@V) < 40. Plate Name: 20210204_GNP
' CT GGG AALS .GCTGGTACCGGGCCCCCCCTCG ARGGITCAGGCCCTTATG GCCGG ATCOAG CG CTG G AG AGT
1 11 21 i 41 51 kP'n16l AP”‘]. %1 81 ngfl BomHI1 P! T11
1536 r
768 Fe
' |
0 ,“ ‘!l \!ﬁ !'.':-l.l.‘ [\/\
TTTTTTTTTTTTT TTIAAAGTAC TTCAGTT TATTCATCTGTTTAT GACACAGTACACAGG AGGC GTGTTTCACATCATAGACTT CACTTCCAACTCCTTGGAATGT TCA
171 131 141 151 161 171 181 191 201 211 sl
BCOLISE T ( ~138%)
1536
5l Im Al A AR N\AAL\
WAAMMMMMAMAMMWAMMAMWA M/\M/\AL\ N na AN AN R AR AN IW\
TTTCTTTGGCTTACAGG AGAGACTA GACAGGAAGGCCAGGCAATGCTTAG GCA: \AAATGAGGTTG GGG GTAATGC TAACGTCACCCTCACAGGGEATGGCCACGGGG AC TG
231 241 251 261 271 281 291 301 311 321 331
1.536

e muummmnhhmum_mhnmmh_muunmmmmuummhumummh.ulhnnmm_

TTATTCGCAAGCTGGTTTTCTAGACCTGTTAGC TGGAAGCATGGTGAGCACCATTTCT TGACGC TCAGGCC G TGTCGGGCTTCAGTCATC TCCACCACACAGGTACAGCAGCG
341 351 36l 371 381 391 401 411 421 431 441 451

CTTTCT GGTAGTCGCCCTTAGTGTCTTGCTGGATATAAT AGTACAG GG CTTGCCGT CTTTCTCT TGAAT TCAGACCTAAT TTTE o 'TGT‘CC CTTCACTGCGGGAGACC,
461 471 481 481 501 511, 521 531, 541 551 561
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Tl TCTGATCAGEACET TATCTE GEG TCC CC TTE
571 581 591 601 611 621 631 641 651 661 671
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