
Genome Network PrdeCtFull… Length cDNA clone

RIKEN clone rDI IRAK1 40L1 3
Vectori pCMV―SPOR丁6             Gene

Access:on No.

● Plasmid DNA puri■ cation

Date i t0 05 2■

Date: 100525

●Digestion by restriotion enzyme/Concentrarion calibration

Date:10 05 25  DNA concentratton(0.D.】
 139、 21 nノJ

Culture:LB(100 ug/ml Ampicillin)3 mi ‐→379C O/N

Puriication:QIAGEN Miniprep kit‐→dH20 100 ul

DNA l  ul

Enzyme(EcoRI+XhoI) 0.5+0.5 ul

Buffer H

dH20 7 ul

丁otal 10 ul

Erectrophoresis: 1%agarose gel,l X TAE BufFer

l ul

Marker:2-Log DNA Ladder(NEB#N3200L)
kb

くExpected digestion pattern from BC065266.1〉
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●Attust plasmid DNA solution to 25 ng/ul ～preparation for shipping～

Date i t。 。52し    shipped i 25 ng/ul,40 ul

Final concentration:25 ng/ul

DNA( i33、21 ng/ul)

10 X TE 牛7、 9

3年 5

9し

dH20

Total 牛7ら 、1



1   ~~~~~~~

1鮮:im肥:翼灘
=慧
職穏群

L_________―――
―
一――
―
―一―          一

―

/ヽector l ■4Sぐ7t

System i CEQ System Operator:3.100525.furu

instrumenti CEQ System(Ver・ 9,0.25)
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PrOieCti GNP

Sample llRAK140L13_M13.D12_100525180F

ReSult :lRAK140L13二M13.D12_100525180F

System:CEQ System
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Operator:3.100525.furu

instrument:CEQ System(Ver・ 9・ 0.25)
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System:CEQ System Operator:o・ 100525.furu

instrument:CEQ System{Ver・ 9・0.25)
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[ GENETYX : Nucleotide Sequence Homology Data ]

Date , 2010.05.26

lst Nucleotide Sequence
File Nane        : Bc065266.1.gnu
Sequence Size    : 3778

2nd Nucleotide Sequence
File NaFte        : IRAK140L13 ReVerse2 C12 100525180F faSta
sequence size    : 374

unit Size to compare = 6
Piok up Location No` ‐ 1

[ 258 / 270 bp]     INT/OPT Score : く    696/   914 >

138n ccccTTACCC CCCACACGAT CAAT03ATCA AACCAGTCAC GTTCCTハ ぶ諏3 ハACATCCTTT

3301' TCCCTcTCAT TCTACCCTTT IrCCTcTccCC GATTCCTTGT AGA3CTCCTC CAATTCTTA3

198'' TCCCTCTCAT TCTACCCTTT TCCTCTCCCC GATTCCTTCT ACACCTCCTC Cぶ ATTCTTA3

3361' A3GGCC熱3TT CTACCTCCTC TGTCCCTCCG CACttACG TTTCCACACC TCTTAGGGGA

258" ACGGGCAGTT CTACCTCCTC TCTCCCTCGG CACAAACACG TTTCCACACC TCTTACGGCA

3421l TGCCCATTM ACTTCTTTTC CCCCCTTCTT GTCCCCTTTG AGGGCCA3TT nAcATCCACA

318:! TCCCCArTAA ACTTCTTTTC CCCCCTTCTT GTCCCCTTTC ACGGCCACTT AACATGGACA

3481' AATCACTTGT CGTTTCn3Tc AArCATCGTC ACCTCTATTT ATTCCTACCA GAA3CCTCAC

378" AATCACTTCT CGTTTCACTC nATcATCGTC ACCTGTATTT ATTCCTA3CA Gハ ACCCTCAC

3541' GGTCCCGCCA CATCATCATC TGTCCTCCCC GTTGGCTCGA ACCCCTCCGT CGGGGGTTCG

438・  GGTCGGGGCA CATCATCATC TGTCCTCGGG GTTCCCTCGA ACCCCTCGGT GGGGGGTTCG

3601' CGGACGACTA ATCGGGAGTC CCGGAATATT TGTCGGTATT TTTTTTACTT CCTCTT03TT

2010/05/26 11:44:03   Text6 2010/05/26 1■ :44:03

AACATGGCG CCCGTACCCG

61" GGTCCCCAAT TCCCCGGATA TCCTCCACCC A3GA3GTCCG ttaATGGCG GCGGTA3CGG

20' CAGTGGCCCC CCGT麹 3GACC CCGTCTTCGG CGTCTTTCGT ACTCCCTTTT TTA3CCGTCT

121・  CAGTCCCCCC CCGTACGACC CCCTCTTCCC CGTCTTTCGT ACTCCCTTTT TTACGGGTCT

80' CCCTGGGGAT Tパ3CCTTCCT GTCGバ rACAA CCAnCTTTAA CACCTGTGnA CACAGTTCTT

181・  CCCTCGGGAT TACCCTTCCT GTCGバ rACAA CCAA3TTTAA GACCTGTGハム G～3ACTTCTT

140' TCTCCAACTG TTCCTCGTCC TASACCTTCA CCCC― CTTCA AAAGAACA― T CA― CTCGGTT

241'7 TCTCcハACTG TTCCTCGTCC TAGACCTTCA CGGCCCTTCAハ鳳 GAAヾATT CACCTCGGTl「

197' cA― GGA― TTC A― TGA3-CTG GAG― CCTC― G GCC―ACCCCG ATACCGTGTA CCAGATGTTT

301'1 しヽ鮨SCGATTTC ATTCACCCTC CACCCCTCGG CCCAACCCCG ATACCGTCTA CC～ 3ATGTTT

250' TCGTCCCTGA TCCACCAATA CCCCCCCTTT CTCTCTCTCC TCGTCATCAC AACAGTCTCG

361!' TCGTCCCTCA TTTT

lst NucleOtido sequence
File Name       : BC065266 1.gnu
Sequence size    : 3778

2nd Nucleotide sequence
Fi10 Nane        : IRAK140L13_CNP40 E12_100525180F.fasta (Corlplementary)
Sequence size    : 590

Unit size to compare = 6
Pick up LocatiOn No. = 1

[ 590 / 590 bp]     INT/OPT.Score : く   2360/  2360 >

3061' 劇3TCCCCCAC AGTCTATCCA TTCATCCCTC TTGTATGTTC ATGCCACTTC TTGGハ 馬 AAG

1'

1'' CCACTTC TTCCAACAAG

3121' ArGACGCCAA TCAGTTAC.CC CTCCTTTTCC CCTTCCCTCC CACCAGATTC CTCTCCCACC

18" ATCA3GGCAA TGACTTA3GC CTCCTTTTCC CCTTCCCTCC CACC■ 3ATTC CTCTCCCACC

3181: TTTCATTTCT TCCTCCA3CC TTTACTCCCC TTTTTATCCC CCACCGATAC ACTCGGACCA

78" TTTCATTTCT TCCTCCA3CC TTI「 ACTCCCC TTTTTATCCC CCACCGバ TAC ACTGGGACCA

3241i CCCCTTACCC CCGACACGバ r CAATCGATCA AACCAGTCAC GTTCCTAAAG AACATCCTTT

498" CGGACCACTA ATCCCCAGTC CCGGAATArT TGTGGGTATT TTTTTTA3TT CCTCTTCGTT

3661i CCCACCTGTG ACACGTTTTC ATCAAACGGG ハ脚 3AATハぶム GGGATAAACC ArAAn3ぶ♂ぶふ

558" CCCACCTGTC ACACGTTTTC ATCAAAGGGG 螂
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