Genome Network Project_Full ~Length cDNA clone

RIKEN clone ID: IRAK140L13

Vector : pCMV-SPORT6 Gene GANAB
Accession No.| BC065266.1 3778 bp 1..3778
CDS| 2542 bp 186..2729
@Plasmid DNA purification
Date : (C 0B 24 Culture :LB (100 ug/ml Ampicillin) _3 ml —37°C O/N
Date : (pph2b Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : 10 0h 25

DNA concentration (0.D.):_ 1341.2| ng/ul

I ul

DNA

Enzyme (EcoRI+Xhol) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
kb

5.0

3.0

20
1.5

1.0—
0.5

<{Expected digestion pattern from BC065266.1>

4339, 2%>2| bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : (0092 Shipped : 25 ng/ul, 40 ul

Final concentration:25 ng/ul !
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EcoRI +%hol

Kb

DNA (_13%1.2] ng/ul) ¢b ul
10X TE 47.9 ul
dH,0 345 ul

Total 479% \‘_'{ ul
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! Project : GNP System : CEQ System Operator : 3.100525.furu ‘

' Sample : IRAK140L13_Reverse2.C12_100525180F Instrument : CEQ System (Ver. 9.0.25)
Result : IRAK140L13_Reverse2.C12_100525180F ‘
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‘ Project : GNP
' Sample : IRAK140L13_M13.D12_100525180F
‘ Result : IRAK140L13_M13.D12_100525180F

System : CEQ System

\Vector ‘ T visert

Operator : 3.100525.furu
Instrument : CEQ System (Ver. 9.0.25)
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\ Project : GNP System : CEQ System
Sample : IRAK140L13_GNP40.E12_100525180F

Result : IRAK140L13_GNP40.E12_100525180F

Operator : 3.100525.furu
Instrument : CEQ System (Ver. 9.0.25)
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[ GENETYX : Nucleotide Seguence Homology Data ]

Date : 2010.05.26

1st Nucleotide Sequence
File Name
Sequence Size

: BCO65Z266.1.gnu
: 3778

2nd Nucleotide Seguence
File Name
Sequence Size

:+ IRBK140L13 Reverse2.Cl2 100525180F.fasta
: 374

Unit Size to Compare = 6
Pick up Location No. =1
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258 / 270 bp]

INT/QPT.Score : < 696/ 914 >

AAGATGGCG GCGGTAGCGG
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tk ok E A E

TCCCGGGATA TCGTCGACCC ACGACGTCCG AAAGATGGCG GCGGTAGCGG

GCGTAGGAGG CGGTCTTGGG CGTCTTTGGT ACTGGCTTTT TTAGGGGTCT

EEEEEEEEEE FREE A ED R EE AR AT FAEEEEEI e kerrEkrEews

GCGTAGGAGG CGGTCTTGGG CGTCTTTGGT ACTGGCTTTT TTAGGGGTCT

TACCCTTGCT GTGGATAGAR GCAACTTTAA GACCTGTGAA GRAGAGTTCTT

T

TACCCTTGCT GTGGATAGAA GCAACTTTAR GACCTGTGAR GRGAGTTCTT

TTGCTGGTGC TAGAGCTTCA GGGG~CTTCA RAAGRACA-T GA-CTCGGTT

e = L s s s s
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R ERE R Ew wAR ke ek F RE R RE R RE R R AR R R R R R EE R R R R R
ATTGAGCCTG GAGCCCTCGG GUGAACCCCG ATACCGTGTA CCAGATGTTT
TCCACCAATA GCCCGGCTTT CTGTCTCTGG TCGTGATGAG AACAGTGTGG
-

TTTT

1st Nucleotide Seguence
File Name
Sequence Size

:+ BC065266.1.gnu
: 3778

2nd Nucleotide Sequence
File Name
Sequence Size

: TRAK140L13 GNP40.E12_100525180F.fasta (Complementary)
: 590

Unit Size to Compare = 6
Pick up Location No. = 1

{ 590 / 590 bp]
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ACTCCCCCAG
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RIS LALE]
ATGAGGGCAR
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A bR AR AR
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CCCCTTACCC

INT/OPT.Score : < 2360/ 2360 >

AGTCTATCCA TTCATGCCTC TTGTATGTTG ATGCCACTTC TTGGARAGAAG

kEE kA h R ERE R R RS

CCACTTC TTGGRAGAAG

TGAGTTAGGG CTCCTTTTCC CCTTCCCTCC CACCAGATTG CTCTCCCACC

B

TGAGTTAGGG CTCCTTTTCC CCTTCCCTCC CACCAGATTG CTCTCCCACC

TCCTCCAGGC TTTACTCCCC TTTTTATGCC CCACCGATAC ACTGGGACCA
B S

TCCTCCAGGC TTTACTCCCC TTTTTATGCC CCACCGATAC ACTGGGACCA

CGGACAGGAT GARATGGATCA AAGGAGTGAG GTTGCTARAG AACATCCTTT

-
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