Genome Network Project_Full —~Length cDNA clone

RIKEN Clone ID : IRAK140E23

Vector : pCMV-SPORT6

@® Plasmid DNA purification
Date: 22-D1, 2 |

Date: 22 .02-0 |

Gene Engineering Division RIKEN BRC

Lot#: 7893_B2As

Gene SLC16A14
Accession No. BC065524.1 4307 bp
cDS 1533 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Purification : QIAGEN Miniprep kit => dH,0 100 ul

Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night

Date : 22.02.0 |
DNA concentration (O.D.): 38Z  ng/ul
< Size of fragment expected from this clone >

DNA 0.3

Enzyme (EcoRI + Xhol ) 05+ 0.5 ul EcoRI 6.2, 1.9, 0.6kb

Buffer H 1ul Xhol 8.7 kb

dH,0 7.7 EcoRI + Xhol 4.3kb (Vector) 1.9,1.9, 06 kb

Total 10 ul

1Yy ;
Erectrophoresis : 1% agarose gel, 1x TAE Buffer ‘ ®0 . %zﬂ:;l::r
Marker : 2-Log DNA Ladder (NEB#N3200L) @):EcoRI
(kb) @):Xhol
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@ Confirmation of the insertion sequence

Date : 22,02,03
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(B):EcoRI + Xhol

@® Adjust plasmid DNA solution to 25 ng/ul

Primer A Reverse?
Primer B M13
Primer C -
List of http://dna.brc.rikenjp
Sequencing /en/GNPclone3en.ht
Primers ml

Date :

DNA ( 382 ng/ul) 90.0  ul
10x TE /375 ul
dH,0 [1#]. T ul
Total /375\ 2 ul
@® Shipping

Conc.: 25 ng/ Q. Volume : 4Q U Q

APPROVED BY :
http://dna.brec.rikemgpAndexhtmi




IB\igspyl;set%ms 7893_IRAK140E23_B2As_Reverse2_D01_10_ABI24 Inst Model/Name 3500/3500 Instrument
7893_IRAK140E23_B2As_Reverse2 Feb 02,2022 09:56AM, JST
SING:88AM06 T52C:116  primer A - Reverse? KB_3500_POP7_BDTv3.mob oy e iniictes guality valis | Fo8 022022 10:1AM ST
KB.bcp B ) Pts 1722 to 8707 Pk1 Loc:1690 Spacing:11.12 Pts/Panel1350
KB 1.4.1.8 Cap:10 5 GCGGATAACAATTTCACACAGG 3°  Version6.0 HiSQV Bases: 682 (QV) < 40. Plate Name: 20220202_GNP
fAAAAGCAGGCTGGTACCGGTCCGG ARTTCCC GGG ATATC GTCGACCCACG CGTC CG[G AACG AGC?
1 11 21 31 41 ) Sattgl 61 kpm 1 71 Eco?l' i1 ECDRV %tlJﬂl MOYWE 154
[ Fr— —
1 1088 Ve
5 oo A AR o A AR
0
ITGAAGATTTGAAAT TGCT CCGATTGG AAGGAAGCCCAGG TTAGGTTTGGGCACC TCCAAACGCACCCGT TTTARAGCCACC TG G ACTGAGGCGTCGAGC TT TCAGE TCCACC

141 Isl 161 171 181 191 201 211 221

BCOES5241 (1)

2 MMMMWWMWWWMMWMMMWWMMMMMWW

ACGCTCACCTGGCCTGGCAGCGAGCGGCGG AAGAGCCCGGGAGCCCCTCACAGAGCGCACCGAGCCE GGCGGAGAGCTGAGCCGCAGGCACCCGCGTCTCCAGGATGATAGG(

231 241 251 261 271 281 291 30 3Tl 321 331
[ 1088
o I\N\IXMN\M/\/\A i IRl
0
!GACAT TGCAAC TCTCTACACCCAGCAGCTCAGGGGGCTCCAAGCAGAGCAGCARGTTC GAGGATCC GGGCGTGG AGCCGAGTGAGGCCGCAGCCCAGCGGGCCTLEGGGCC(
. 351 361 371 381 391 401 411 421 431 441 451
1088
544
0 A
i AAAAATCTT GGAAAATGTATACCAGTCATGAAGATAT TGGGTATGATTTTGAA GATGGCCCCE ARAGACACTGA AGCCCCACCCAAACATTGATGGCGGATG GG
461 471 481 491 501 511 521 531 541 G551 561

1088

544
0 Ay “ ‘ ) \ ) ! \ \

ST TG GATGAT G GTGETCTCCTCTTTCT TTGTGCACATEC CTCATCATG EGLETCCE
571 581 591 601 611 621 631 641 651 661 671

1088

Prmted on: Wed Feb 02,2022 10:45AM, JST Electropherogram Data Page 1 of 2




| Appl ed

osystems 7893_IRAK140E23_B2As_M13(-40)_E01_13_ABI24
7893_IRAK140E23_B2As_M13(-40) ; :
2 bcb 00 T:237 C:253 primer B : M13 KB‘3500“P0P7‘BDTV3'.T°b Gray line indicates quality value _ FeP 022022 10:11AM, JST

. ’ 3 Pts 1725 to 8707 Pk1 Loc:1693
5 GTTTTCCCAGTCACGACGTTUTA S yorgion0  HisQV Bases: 679 (QV) 0

CT TTGTACAAG AAAGCTG GG T? GGATACTCTAG AGCGGecedccfrT TTT
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