Genome Network Project_Full ~Length ¢cDNA clone

RIKEN clone ID: IRAK133F23

Vector : pBluescriptR Gene|] GOLGA3
Accession No.] BC060826.1 2776 bp 1.>2776
(#/25) 2531 bp 246.>2776
@ Plasmid DNA purification
Date : (0 ] 29 Culture :LB (100 ug/ml Ampicillin) _3 mt —37°C O/N

20
Date : iQ (|30 Purification : QIAGEN Miniprep kit—dH,0 #8& ul

@®Digestion by restriction enzyme / Concentrarion calibration

Date : {101} 30

DNA concentration (O.D.): 272.23  ng/ul

DNA 0.5 ul
Enzyme (Sac II +Kpnl) 0.5+0.5 ul
Buffer L 1 uI-
dH,0 2.5 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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<Expected digestion pattern from BC060826.1 >

168, 674, 2062, 2862 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : /U [20] Shipped : 25 ng/ul, 40 ul

lFinaI concentration: 25 ng/ul |

DNA (272.2% ng/ul) 70 0 ul
10x TE R 76.2 _ul
dH,0 El6. 2l

Total 762 4l




‘ Sample :
Result :

TProject :

GNP
IRAK133F23_T7.C07_10120110S6

: IRAK133F23_T7.C07_10120110S6

System : CEQ System Operator : 3.101201.furu

Instrument : CEQ System (Ver. 9.0.25)
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‘ Project : GNP System : CEQ System Operator : 3.101201 .furu§‘
Sample : IRAK133F23_Reverse2.D07_10120110S6 Instrument : CEQ System (Ver. 9.0.25) |

Result : IRAK133F23_Reverse2.D07_10120110S6 .
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BCO60OB26,1 vs TRAK133F23

[ GENETYX

Homology Data ]

BCO60826.1
2779

I RAI/I

3F23 T7
23_T7

T7.C07 1012011086

Unit
Pick up Location No.

Size to Compare

Que 'y Range: 1 - b6
t Range: 922 - 6

563 bp, INT. 201
Identity: 558 / (9
Strand: Plus / Ilus

ACGGLCACGT
BRI
RACGGCCACGT

Query 1

Query 61  GGOTATCATG

RERERRERE
shict 152 GGGTATGATG
TGARRA
RERRE
TOAABATC

Quary 121

Sbjct 212 G

Query 181 AGCCAAGCTT ¢
FEEYEVErT
Shict. 272  AGCCAAGCTT

TGACCATC

[REERRRAR
TGACCATGGA

Query 241

Sbjct 332

Que

301  GCCCCTCGRTC

Sbict 392
Query 361 BAGCAGGACAA
[AERREREN
Sbjot 452 AGCAGGACAA
121  ATSGACCTGG
(ARRRRRERN
ATGGACCTGE

Query
3bjct b1z

Query 481 CGTCGTCTCT

, VELTTILL
8bjct 572  CGTCEICTCT
GGTTTCCATG
) I
&bict 632 GG CATG

Query 540

Query Sequenca
File Name
Sequence Name

Sequence Size

CTCCGCCEGA
RERRRRERY!

CTCCGCCGGA ¢

ATATTAGCTG
PEEEETTIN
ATATTAGCTG

AGACACAGTA
PITTELTLT
AGACACAGTA

GTCCAAGGTT
AEANERERN
GTCCARGGTT

CGGC (‘CGT(‘G

[RRRRARAN
CGBECGCET LG

TCTCCCCGAG
RIAREEERY

> TCTCCCCGAG

AGTCCAGTET
PETLTETTT
AGTCCAGTGT

CCAGGGAGGC
PLVTETET Y
CCAGGGAGEC

CGRTCCCACT
FETTEEET

CGATCUCACC
ACABCCTRAG
LD LT

ACACCCTAAG

BC060826.1
2778

ORPT. Score:

TRAK1I33K23 Reverse2.D07 101201103

.C07_1012011086.8eqy
LC07_1012011056

GTTTGACATC
[NARRANRR
GTTTGACATC

GGEGCCCCTCC

FEVEETT
SCCTCC

CACTTGTAGC
VEETTET
CRACTTGTAGE

GCCGAGCAAG
RNy
GCCGAGCAAG

GCCCCACTGA
RN
GCCCCACTGA

GCCGAGGTAR

[RRARRAEN
GCUGAGGTAA

CTCTGTCAGA
EERANEREN
CTCTGTCAGA

AC-AAGCECA
VLT
ACARAGCCCA

Gas 562
[y
GAA 654

CGGECGBCCT
REEERENE]
CGGGCGECCT

ARGTCATITG
RERERRNAR
ARGTCATTTG

CAGGAGCTCT
LT

CCCTCAGRGT
FLCETTET
CCCTCAGCGT

ATGGCCTCCA

FEETEELT
ATGGCCTCCA

AGCCCCCEEE
RN
AGCCCCCGE6

ACAGAGCATC

FEELEELTT
ACAGAGCATC

ACUGGTCAAC
\\\Ii\‘H

GTGGGCCCTG
NN
GTGEGCCCTE

2010/12/701 14:28:25

Target Sequence
File Name IRAK133F23 Re
Seguence Name IRAKI33F23 Re
Segquence Size ;698

2.D07 _1012011086.8eq
.D07_1012011086 (complement

Unit Size to Compare =
Pick up Location No.

Query Range
Shict Rang

BCOGOR26.1 vs TRAKI33E23 77.C07 1012011086 IRAKL33F23 Reverse2.D07 1012011056 20ADYdRYeAt 14:28:2

621 bp, 6, OPT.Score: 2462
Tdentity: (99%
Strand: Plus / Minus
Query 2156 CATCGCGGCA CAGCTGUAGG GCATTGAGGC TCACATGITG GATCAGGAAG CAGCCTTCAT 2215
(AR R R R R R R R R N R R RN RN R RN
Sbick 2 CATCGCCGCA CAGCTECAGE GUATTGAGGC TGACATG-TG GATCAGGAAG CAGUCTTCAT 60
Query 2216 GCAGATICRG GRAGGCRAAGA CGATGGTUGA GGAGGACCTT CAGAGGAGGC TGGARGAGTT
PEPEETT I A bbb rr e b b v bt P et ey
sbict 61 GCAGATTCAG GAGGCAAAGA CGATGGTGGA GGAGARCCTT CAGAGGAGGC TGGRAGAGTT 120
CCGEGGECTGE CAGAGCAGCR 6 Query 2276 TGAAGGTGAG AGGGAGCCGC TGCAGAGGAT GGCGGACTCG GCGGCATCCC TGGAG CA 2335
PELTIE Y e ) PELEERVI T PEYEr e vy b trrb e RERARRR N RARERERN
CCGGEGECTGE CAGAGCAGCA ol Sojet 121 TGARCGTGAG AGGGAGCGGC TGCAGAGGAT GGUGGACTCG GCGGCATCCC TGEAGCAGCA 180
TGA ATCA GATCTLCT Query 2326  GUTGGAGCAG GTGAAGTTGA CTTTACTCCA GCGAGACCAG CRGCTTGAGE CTTTGCAGCA 2395
EERERRRN !\\I\II\II PEVECCTEEE b ettt b et e e e et
TGAGTCATCA GATCTTCTCE 21 Sbjct 181 GCTGEAGCAG GTGRAGTIGR CTTTACTCCA GCGAGACCAL CAGCTTGAGG CTITGCAGCA 240
TGGECTETTGC TGATGGCAGA 139 Query 2396 GGAGCACCTGE GACCTGATGA AACAGCTCAC CTTGACTCAG GAGGCTCTGC AGAGCRAGGGA 2455
POTALTEETE TRl PURRLLT I et e b er e e b e bbb e
TGGCTGTTGE TGATGGCAGA Sbjct 241 GGAGCACCTE GACCTGATGA AACAGCTCAC CTTGACTCAG GAGGCTCTGC AGAGCAGGGA 300
CAGUTCAGCT GGETETCGTCC Query 2456 CCAGTCCCTC GATGCCCTGC AGACACACTAR CGATGAGCTG CAGGCCAGGC TGEGGGAGCT 2515
FPEEVTLUIEE Tt PEEEV e At bl VELRLEEE e bt v e e prrr e
CAGUTCAGCT GGTGTCRTCC CE] Shict 301 GCAGTCCCTC GATGUCCTGE AGACACACTA CGATGAGCTCE CAGGCCAGGC TGGGGGAGCT 360
GGAGGACAGA TCCCACAGTG Query 2516 GCAGGGECGAG GCCGCCTCCA GGGAGGACAC GATCTGCCTC CTGCAGAACG AGAAGATCAT 2575
JELETCEEEE T ) VTR L i vt et rev iyt
GGAGGRCAGA TCCCACAGTG 3391 gobjct 361 GCAGGGCEAG GCCGCCTCCA GGGAGGACAC GATCTGCCTC CTGCAGAACG AGAMGATCAT 420
CCCACTGGETG CCACCTGACC 16D Query 2576 CTTGGAGGCE GUTTTGCAGS COGUCAAGAG TGECAACGAGC GAGCTTGACA GAGGAGCAAG 2635
JETIUIEEEE PRty R R R R R R R R R RN R AR AR
CCCACTGGTG CCACCTGACC Sbict 421 CTTGGAGGCE GCTTTGCAGS CGGCCARGAG TGECAAGGAG GACCTTGACA GAGGAGCARG 480
CROCGGAAGGG GARAGCCCGE Query 2636 ACGCTTCGAA GAAGGTACCG AGHGAAACGTC GGAAACITTA GAGAARGTTAA GAGRAGRATT 2698
FEEEEEEEE ey AR R R R A R R N A I R R R
CACGGAAGGG GAAAGCCCGG 511 Shiyct 481 ACGCTTEEAR GRAGGTACCG AGCAAACGTC GGAAACTTTA GAGAAGTTAA GAGAAGRATT 540
GCCACCCTTC CCAGACCCTC Query 2696 AGCTATCAAA TCCGGCCAGE TGGAACACCT GCAGUAGGAG ACTGUTGUTC TGRAARAGCA 27585
PELETRLIEE Tl PELCETEEEY et bt b b b P e
GCCACCCTTC CCAGACCCTC Sbhict 541 AGCTATCARA TCCGGCCAGE TGSAACACCT GCAGCAGGAG ACTGCTGCTC TGAARRAGCA 600
ATGCCTCTCC AGGTGTGGCT 53¢ Query 2756 AATGCAAAAA ARAARAARAA A 2770
PEETR R e FECEEETEEE Trrrrrrirt
ATGCCTCTCC AGGTGIGGCT 651 Sphict 601 ARTGCARAAA AAAARRARAA B 621

5



