
Genome Network ProieCt_Full― Length cDNA clone

RIKEN clone ID:IRAKl19L17
Vector:pCMV― SPOR丁6             G

Accession

● Plasmid DNA purittcation

Date i t10+12 Culture:LB(100 ug/ml Ampicillin) 3 ml ‐→37°C O/N

Date: |lθ 牛13     Puriflcatlon:QIAGEN Miniprep kit‐
>dH20 100 ul

● Digest:on by restriction enzyme/Concentrarion ca‖ bration

Date: |ID牛 13
DNA concentration(0.D.): 157、 ち叶 ng/ul

DNA l  ul

Enzyme(EcoRI+XhoI) 0.5+0.5 ul

Buffer H l ul

dH20 7 ul
Total 10 ul

Erectrophoresis: 1%agarose gel,l X ttAE Buffer

Marker:2-Log DNA Ladder(NEB#N3200L)
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〈Expected digesJon pattern from BC058894 1〉

09111419,40190P… ……………………………………………………

●Attust plasmid DNA solution to 25 ng/ul ～preparation for shipping～

Date: //′ 争/θ Shipped:25 ng/ul,40 ul

Final concentration:25 ng/ul

DNA(157、 3+ ng/ul) 8ケ θ
10 X TE

dH20               37/ 8
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System:System l

I Result ::RAKl19L17_Reverse2.E01 1104151lJA
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I PrOiect

lSample

:GNP
::RAKl19L17 M13.F01 1104151lJA

::RAKl19L17 M13.F01 1104151lJA

System i System l Operator:1.110415.furul

:nstrumenti System l{Ver.9.0.25)|
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BC058894 vs IRAKl19L17 ReverSe2.E01 11041511」 A  A■ ignment                     2011/04/18 09:21:21

[ GENETYX : Homology Data ]

Date : 2011.04.18

Query Sequence
Fi■ e Name
Sequence Name
Sequence Size

Target Sequence
Fi■ e Name
Sequence Name
Sequence Size

BC058894
2069

1RAKl■ 9L17 Reverse2.EO■  1104151lJA
IRAKl19L17 Reverse2.E01 1104■ 511」A
302

unit Size to Compare = 6
Pick up Location No. = 1

Query Range: 1 - 200
Sbjct Range: 101 - 30■
201 bp′  INT.Score: 692′  OPT.Score: 779
工dentity: ■98 / 20■  (982)
Strand: P■ us / Plus

Query  l    CCCACGCGTC CGGGGGACCC CTAGGCTCGG CGCTGCCGGA GGGGCCCGAC CCGAGCCGCC  60
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbj ct  101  CCCACGCGTC CGGGGGAGCC CTAGGCTCGG CGCTGCCGGA GGGGCCCGAC CCGACCCGCC  ■60

Query  6■    TGCGCCCCGG CCGGGCAGCG CCGGGCCCGC TTCCCGCGGG GCCACGCCCT GTCAAACTTT  ■20
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbjct  ■61  TGCGCCCCGG CCGGGCAGCG CCGGGCCCGC TTCCCGCGGG GCCACGCCCT GTCAAACTTT  220

Query  121  GTTGCGGCGG CTAGCGCAGC GGGCCCCCAA CCGGGCGGGA GGGGCGCCGG G― CCGGGCCG  179
1111111111 1111111111 1111111111 1111111111 1111111111 1 11111111

Sbjct  221  GTTCCGGCGG CTAGCGCAGC GGGCCCGCAA GCGGGCGGGA GGGGCGCCGG GCCCGGGCCG  280

Ql■ery  ■80  GGCAGGGCGC GGGCGGCTAG G  200
11111111.| ||||||| || |

sbjct  281  GGCAGGGCNC GGGCGGCAAG G  30■

1



|~iモ::i::lxVi lifili∬ l[IIii・

F01_11041511」A  A■ ignment

l Date : 2011.04.18

Query Sequence

「
i■ e Name        :
Sequence Name    : BC058894
Sequence Size    : 2069

Target Sequence
Fi■ e Name        : IRAKl19L■ 7 M13.F01 1104151lJA
Sequence Name    : IRAKl19L17 M13.F01 11041511」 A (COmp■ ement)
Sequence Size    : 719

201■ /04/■ 8 09:24:05

Un■ t Size to Compare
Pick up Location No.

Query Range: 1455 - 2069
Sbjct Range: 2 - 6■ 9
6■ 8 bp′  INT.Score: 2256′  OPToScore: 2391
1dentity: 609 / 618 (982)
Strand: P■ us / Minus

Query  1455  GCAGCTCTAC CC― AACCTGG TCAG― CCCGG GACAACTATG GTAAGAAAAA GAA― GAGGAA  151■
|||| | ||| || |||。 ||| |||| ||| | |||||||| | |||| ||||| ||| ||||||

Sbj ct  2     GCAGTTTTAC CCAAACNTGG TCAGCCCCCG GAC_LACTAAG GT―  GAAGGAGGAA  6■

Query  1512  GAGAC.AAAAG CAGCTGTCCC AGACACAGTC ACAGCAGCAA GTCCAGGAGG CAGAGGGTCC  1571
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

sbj ct  62    GAGAGAAAAG CAGCTGTCCC AGACACAGTC ACAGCAGCAA GTCCAGGAGG CAGAGGGTGC  121

Query  1572  CCTGGCCTCC AAGAGCAAGA AGCCATGTGT TCAGTACCTG CCCCCCGAGA ACCCCTGTGA  1631
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbj ct  122   CCTGGCCTCC AAGAGCAAGA AGCCATGTGT TCAGTACCTG CCCCCCGAGA AGCCCTGTGA  181

Query  1632  CAGCCCTGCC TCCTCCCACG GGAGCATCCT GGACTCCCCG GCCACTCCCT CTCCAGCTTT  ■69■

|||||||||| ||||||||||  |||||||||| |||||||||| |||||||||| ||||||||||
sbjct  182   CAGCCCTGCC TCCTCCCACG GGAGCATGCT GGACTCCCCG GCCACTCCCT CTGCACCTTT  241

Query  1692  GGCCTCACCA GCTGCCCCTG CTGCCACCCA TTCGGAGCAA GCCCAGCCCC TCTCCCTCAC  1751
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbjct  242   GGCCTCACCA CCTGCCCCTG CTGCCACCCA TTCGGAGCAA GCCCAGCCCC TCTCCCTCAC  301

Query  1752  CACCiMCCA GAAACCCGGG CCCAGCTGGC TCTCCACTCT GCCGCCTTCC TGTCGGCTAA  ■8■ 1

1111111111 1111111111  1111111111 1111111111 1111111111 1111111111
Sbjct  302   CACCAAACCA GAAACCCGGG CCCAGCTGGC TCTCCACTCT GCCGCCTTCC TGTCGGCTAA  361

Query  1812  GGCTGCAGCC TCCTCCTCTA GGCAGATGGG CAGCCAGCCT CCCCTCCTGT CCCGGCCCCT  1871
1111111111  1111111111  1111111111 1111111111 1111111111 1111111111

Sbjct  362   GGCTGCAGCC TCCTCCTCTA GGCAGATGGG CAGCCAGCCT CCCCTCCTGT CCCGGCCCCT  421

Query  1872  CCCCCTTGGG TCCATGCCCA CAGCTCTCCT GGCCTCTCCC CCGTCCTTCC CCGCCACGCT  ■931
1111111111  1111111111 1111111111 1111111111 1111111111  1111111111

Sbj ct  422   CCCCCTTGGG TCCATGCCCA CAGCTCTGCT GGCCTCTCCC CCGTCCTTCC CCGCCACGCT  481

Query  1932  CCATCCCCAC CAGGCCCTCC CGGTCCTACA GGCCCACCCT CTTTCCCTGG TCACCAAGTC  1991
1111111111  1111111111 1111111111 1111111111 1111111111  1111111111

Sbjct  482   CCATGCCCAC CAGGCCCTCC CGGTGCTACA GGCCCAGCCT CTTTCCCTGG TCACCAAGTC  541

Query  1992  TGCCCACTAA GCTCCCCCCG ACCCCTGCAG CCTGTCACAT GACTCATTGA GTAGTAATGA  2051
1111111111 1111111111 1111111111 1111111111  1111111111 1111111111

Sbj ct  542   TGCCCACTAA GCTCCCCCCG ACCCCTGCAG GCTGTCACAT GACTCATTGA GTAGTAATGA  601

Query  2052  TTCAAAAAAA AAAAAAAA  2069
1111111111 11111111

sbj ct  602   TTCAAAAAAA AAAAAAAA  619
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