Genome Network Project_Full ~Length cDNA clone

RIKEN Clone ID : IRAK107013

Vector : pPCMV-SPORT6

@ Plasmid DNA purification
Date : 23.05.24

Date : 23.05.25

Gene Engineering Division RIKEN BRC

1893_P3Ep wmex

Gene

Accession No.

ADAMTSL2
BC050544.1 3740 bp
cDS 2856 bp

® Digestion by restriction enzyme/Concentrarion calibration

Culture : LB (100 ug/ml Ampicillin) 5 ml —=> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

Date : 23.05.25
DNA concentration (0.D.):__ 353 ng/ul
< Size of fragment expected from this clone >
DNA 0:3 il
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 8.1 kb
Buffer H 1 ul Xhol 8.1 kb
dH,0 7T ol EcoRI + Xhol 4.3kb (Vector) 3.8 kb
Total 10 ul
. ;
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DO® @6 %r:x:r
Marker : 2-Log DNA Ladder (NEB#N3200L) @):EcoRI
@):Xhol
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@ Confirmation of the insertion sequence

Date _23\052{)

Primer A Reverse?
Primer B M13
Primer C =
List of http://dna.brec.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml

(B):EcoRI + Xhol

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 23,05, j{]

DNA ( 353  ng/ul) fj\o ul
10x TE /20.0 ul
dH,0" 905.2 ul
Total /200, 2 ul
@® Shipping

dConc. 25 ng/ U@, Volume : 40 ¢ @

235.30 )

\ 1% }‘)'J i
APPROVED BY : NSh

http://dna.brc.rikeu l.J.p/ tndexdatmt



Applied

Bi osystems 7893_IRAK107013_B3Ep_1_Reverse2_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument
7893_IRAK107013_B3Ep_1_Reverse2 May 25,2023 03:01PM, JST
S/N G:648 A:721 T:490 C:869 Primer A : Reverse2 KB_3500_POP7_BDTv3.mob Cr ; -, . May 25,2023 03:28PM, JST
KB.bcp Pts 1494 to 13204 Pk1 Loc:1471 ray line indicates quality value Spacing:11.76 Pts/Panel1350
KB1.4.1.8 Cap:2 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 857 (QV) < 40. Plate Name: 20230525_mix
{ GCAGGCTGGTACCGGTCCGG AATTCCC GGG ATATCGT CGACICCACG CG TCCGRGCCG T
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C‘[‘GCVC-CTCCGC GCGCTCGCCCCTTTCTC TG GG AG G AC CETGCTGACCCE GCCAGGG TCTGCCAG AC CCACGACCE CTAGTCCCAGAT CCTTG "GGCCTGGGC

109 118 ) 127 136 145 154 163 172 181 190 199 208 217
BC05054¢ .1 (1)
1072
536 ‘ ‘ ‘
i \ | |
CTGGCTGGGCECCCGAGGEGCTCT TCCC GCETACGCEE TEGS TCATETER GAGGATCGG GETGGEeETCGETE TG AL CTGGECETTGE TTCC TAGGATG GATGG CAG THER
226 235 244 253 262 271 280 289 298 307 316 325

1072

536 ‘
0

TGTTCCTGE TGGGCCTEEGTTCCTGCTGGTTCTGGCAGTTGTAGCTGGEGACACAGTGTC CCGGGTCCACGG AC CAGLCCC CATCC TAGCCTGG AGGGGGGCALC G
334 343 352 361 370 379 388 397 406 415 424 433 442

1072

o /1) |

CGCCACGGCCTTCTGGTGGGGGGAGTGGACC GTGGACGGCGTGTTCCCGCAGTTGCGGGGGTGGG GTGACATCC CAGGAGE GG CTGCCTGCAGCAG AGGAGG GTC(
451 460 469 478 487 496 505 514 523 532 541 550 g

1072
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.GTCCCGGGCCLCCGGG CAGGAC CTGCACGGGCACGTCC GCGGTACCAGCTCTGCAGAGTGCAGG AGTGTCCGCCGGACGGGAGG AGCTTC CGC G GGAGCAGTGC GT
198 568 577 586 595 604 613 622 631 640 649 658 667

1072

Printed on: Thu May 25,2023 05:18PM, JST Electropherogram Data Page 1 of 2




Applied

: Biosystems 7893_IRAK107013_B3Ep_1_M1 3(-40)_B02_05_ABI24 Inst Model/Name 3500/3500 Instrument
7893_IRAK107013_B3Ep_1_M13(-40) May 25,2023 03:01PM, JST
SIN G:327 A:339 T:187 C:390 primer B © M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value May 252023 03:28PM, JST
KB.bcp i Pts 1448 to 13056 Pk1 Loc:1425 pacing:11.52 Pts/Panel1350
KB14.18 Cap5 5 GTTTTCCCAGTCACGACGTTGTA 3 ~ Version 6.0 HiSQV Bases: 844 (QV) < 40. Plate Name: 20230525 _mix
& £G AARGCT GGG TACGCG TAAGC TTGGGCCCCTOG AGGG ATACTCTAG cceeeceadecr |
1 10 19 28 37 46 ) 1z M ] Himd IL73 Apal K51 91 Xbﬂ\l Wi 1
1146 —t
o W i
: _f Wy A A
i CTTTTTTTTTTTTT GCCGCCATAAATAGGACCACTT TATTAACG TAGATGAGCACTG ACGCTE ACTG CAG GGGCGGGGGCCE AGGTCCATCCCC CETECCE TEGGLAAR
109 118 127 136 145 154 163 172 181 190 199 208 217
1 ge BOOSSHEL (~3T40)

ol ot st

CGCCTCTGCCCGGGGTAG GTGC GGCGGG GAGAGCTCCATGGG AGGGGCTCCAT GAGGGAGCACGCCTGGGCCTCCTTGGCTGCCTGAGCCCLCTCTE CCCCATGGCC
226 235 244 253 262 ) 271 280 289 298 307 316 325

1146
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CTCTGAGGGAGG GGCCCCCCACCACGTTGGGCTCGECTGC GTTTCCTTCAG GGCCCTGCCACCCAGAG AGGGCGTGGGCTACGGGCCCGGAGE GACACCTCC CCGC

1146

2 Ll h‘Lmhm_mmmmhmmmuummmuumu
L 451 460 469 478 487 496 505 514 523 532 541 550 55
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L 9 568 577 586 595 604 613 622 631 640 649 658 667
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