Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAK107J10 Lot#: 7893 BOKc
Vector : pPCMV-SPORT6 Gene PRKCG
Accession No. | BC047876.1 3096 bp
cDS 2094 bp
@ Plasmid DNA purification
Date: 20,1/ .17 Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg C over night
Date: 20 (| 1¥ Purification : QIAGEN Miniprep kit —=> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 20.11.18

DNA concentration (0.D.): %SO ng/ul
< Size of fragment expected from this clone >

DNA 0.3 ul

Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRl 7.4 kb

Buffer H 1ul Xhol 7.4 kb

dH,0 7. ul EcoRI + Xhol 4.3kb (Vector) 3.1kb

Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer DOB @ 6 %;r:::r
Marker : 2-Log DNA Ladder (NEB#N3200L) ®3):EcoRlI
@:Xhol

(kb] (B):EcoRI + Xhol
30 —

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 20. | ‘-)-6
@ Confirmation of the insertion sequence DNA ( 380 ng/ul) (%",‘0 ul
10x TE /276 ul
Date : J0.(1.25 dH,0 /065.2. ul
Total /276, ¢
Primer A Reverse?2
Primer B M13 @ Shipping
Primer C poly(A) region primer #0

List of http://dna.bre.riken jp dConc. 25 ng/ U2 Volume:4Q (9

Sequencing /en/GNPclone3en.ht

Primers m PGore=rs= NG/ 4~ Volume rw ol e

APPROVED BY :
http://dna.brc.l’ik3| |._jp.l/;| rehextrbmit




S/N G:148 A:119T:100 C:1" pyimer A : Reverse2
KB.bcp
KB1.4.1.8 Cap2

pplied

BI osystems 7893_IRAK107J10_BOKc_Reverse2_A02_02_ABI24

7893_IRAK107J10_BOKc_Reverse2
KB_3500_POP7_BDTv3.mob
Pts 1756 to 8706 Pk1 Loc:1724

5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 668

Gray line indicates quality value
(QV) < 40.

Inst Model/Name 3500/3500 Instrument
Nov 19,2020 09:46AM, JST
Nov 19,2020 10:01AM, JST

Spacing:10.7 Pts/Panel1350

Plate Name: 20201119_GNP

GCAGGCTGGTACCGGTCCGG

1 11 21 o 41

TTCCCGGG AT

51 k?’lﬁ

Ebpr ~wal @

CCGGCGCGLCCCGGGG TGCCGLCTCCCTGCCC!
103 B B

Veclol e—— B(:G‘F??% 1 (1~

el

TECTTCEAGTC TCCAGETCEC T CTCCECTTCCACC TG TTTCCCCC
191 201 221

g o

822
411
0 A ‘

IGECGCGEC TCCGCACCTGGAGGTGCCTTGCCECTCTCCTGCCCACC TCE GARTTTCCEC TG TGGCTCCTT TE
12T 131 141 151 161 10 181

GAAAGGCAGGARTCCTGGTCCCTGC TACG TTTCTGGGGCCATGGCTGBETCTGGEGGCCCCGGCGTAGGCGATTCAG GGGGGGACCCCGGCCCCTGTTTTGCAG GGGGGLCCC
241 251 261 271 281 291 301 311 321 331 3
822
411
0 —
TGAGGCAG GGTGGICC CGAAGTCAAGAGCCACAAGTTCACCGCTEGC TTCTTE GCAGCECCACCTTCTGCAGCCACTGCACCGACTTCATCT GG GGTATC GGAAAGCAR
41 351 361 371 381 390 401 411 421 431 441 451
822
411 ‘
0 |
GGCCTGCAATGTCAAGTCTGCAGCTTTGTGGTTCATCGAC GATGCCACGAATTTGTGACCTTCGAG TGTC CAGGC GC TGGGARGGGCCCCC GACGGATGACCC CCGGA
461 471 481 491 501 51 521 531 541 581 561

822

- ol gl o Ay

CAAACACAAGTTCCGCCTGCATAGCTACAGCAGCCCCACCTTCTECG
574 581 591 601 611

621 631 641 651 661

822

411
L T T
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Electropherogram Data Page 1 of 2



Applied
/ Big?ystems

S/NG:88AB6T:76 C:68 Primer B:M13
KB.bcp
KB14.1.8 Cap5

7893_IRAK107J10_BOKc_M13(-40)_B02_05_ABI24

5 GTTTTCCCAGTCACGACGTTGTA 3

Inst Model/Name 3500/3500 Instrument
Nov 19,2020 09:46AM, JST
Nov 19,2020 10:01AM, JST

Spacing:10.73 Pts/Panel1350

Plate Name: 20201119_GNP

7893_IRAK107J10_BOKc_M13(-40)
KB_3500_POP7_BDTv3.mob
Pts 1768 to 8706 Pk1 Loc:1736
Version 6.0 HiSQV Bases: 178 QV) < 40.

Gray line indicates quality value

! GCTGGGTACGCG TAAGCTTWG GCCCC TCG AGGGATACTCTAG GEGGECCEEICC TT TTTT
1 11 7k z4| 41 51 61 MJul H=adE Apa 81y hol 91 Xbal Mot 1 10
—_—
1434 Vecto
717 ‘ "‘J“JAL
¢ : ’ 1“ AN [\J
T TT-DT T2 T T IR TIE T TN 2T O M M T D T T T e O 1 2R i
121 131 141 151 161 T 181 191 201 211 221
1434

231 241

1434
717

251

261

o A AAAAAAAAAAAMAARAARAARAARAANAA

271 281 281 301 311 321 351

341 351 361

1434
T

371

391 401 411 421 431 441 451

461 471

1434
717

481

501 511 521 531 541 551 561

571 581

1434
T17
L0

591

601

611 621 631 641 651 661 671
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Applied 7893_IRAK107J10_BOKc_GNP Mixture_H03_24_ABI24 Inst Model/Name 3500/3500 Instrument

» Blosystems 7893_IRAK107J10_BOKc_GNP Mixture Nov 20,2020 03:31PM, JST
S/N G679 A:395 T:136 C:19% Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mab Gray line indicates quality value VRutEl EORILOS AR, ST
KB.bcp i — , Pts 1707 to 8663 Pk1 Loc:1675 Spacing:10.51 Pts/Panel1350
KB14.18 Cap:24 5 TTTTTTTTTTTTTTTTTTTTNNN 3 Version 6.0 HiSQV Bases: 663  (QV) < 40. Plate Name: 20201120_covid-19
| TG AGGCT GGGAAGAGGAG GGG 2AGG AGG ARG AGTCCCAG G--GTGGC—GGC CTGGGG AGAGTTGGGGTGGGTCCG AG
1 11 21 31 41 51 61 7L 81 81 101
BCOYTRTA.L (~2785)

1028

B UJmLMuhmMmmmuuh.!!.thmhdﬂmhﬂnluldlmhh

CCAGACAGGAGCCATGCACGG CAGGCGGEBELCTGEG GGG AG I GTGATGGCTTCGGGATGGGG \GTCTAG AN T GCTGATTGGGAGCCTCTGGGG A 2 TECT BGRAT
111 121 131 141 5.1 161 171 181 191 201 211 229
1028
o MW\MWMAM\AM [\/W\ N\/}N\M MZ\A MAM\[\M/\MM\M/WM /\M Ui l | Hl I
ATCCCAGARATCCCCAGAGCACAGCAGCEGGEGGACGTACTGG AGS 2 GGGGGGCACGCC TCCC/ CTCATCTAGAACTAGAGTGE GGCGGGGE AGCC TCGGAGGBCCG GGGCTGTTC;L:
231 241 251 261 29 281 291 301 311 321 331

hlmhﬂﬂﬂnluunu.umluuNmmmlhdul“hdlhhlumhmJuuumﬂdlhmhhumllmt

\RCCTGAGTCT GGAACAGCCAACCCCG TGAGGCTAT TTCCCCAGGG GCGGEETCTGGGGGGAGC GCACAG AAC TR CCAAGATGGAGTCTCGAACCCCATGGAGTT GG GG ?
341 351 361 374 381 YRl 401 411 421 431 441

1028

oot hmmm.unmm.xmuumm

GTTAGTGGTGTGGTCTCTGGACCCGATTGGGGCAGAGTCCAGAACGC TAAGGT CAGGGAGARATATC GGGEBCTCCGC TCAAGT ICTTGAACGCGGGACGGCTGTAGAGGCTGT!?
451 461 471 481 491 501 511 521 53 541 551

1028

TGGAGT TCAG?
561 571 581 591 31 641 651 661

1028
514

R A
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