Genome Network Project_Full ~Length cDNA clone

RIKEN clone ID: IRAK107C12

Vector : pCMV-SPORT6

Gene SLC14A1
Accession No.| BC050539.1 1708 bp 1.1708
cDS| 1170 bp 159..1328

@Plasmid DNA purification

Date : 100614

Date : 100615

Culture :LB (100 ug/ml Ampicillin)

Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date :100615

DNA concentration (0.D.): ). 37 ng/ul

DNA [ ul
Enzyme (EcoRI+Xhol) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)

{Expected digestion pattern from BC050539.1>

4339, 672, 1079 bp

@Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : (U067 Shipped : 25 ng/ul, 40 ul

|Finai concentration: 25 ng/ul |
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|Project : GNP System : CEQ System Operator : 2.100616.furuI
Sample : IRAK107C12_Reverse2.A08_10061610MF Instrument : CEQ System (Ver. 9.0.25)
Result : IRAK107C12_Reverse2.A08_10061610MF
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Project : GNP System : CEQ System Operator : 2.100616.furu
Sample : IRAK107C12_M13.B08_10061610MF Instrument : CEQ System (Ver. 9.0.25)
Result : IRAK107C12_M13.B08_10061610MF
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|Project : GNP System : CEQ System Operator : 2.100616.furu
Sample : IRAK107C12_GNP01.C08_10061610MF Instrument : CEQ System (Ver. 9.0.25)
% Result : IRAK107C12_GNP01.C08_10061610MF
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[ GENETTX : Nucleotide Sequence Homology bata )
lat Mucleotide Seguence
fate ; 20140.06.18 File Name BCOSNS39.1.anu

Sequence Size 1708
15t Huclsotide Seguence
File Hame : BCO50539.1.gnu #nd Mucleotide Sequence
Sequence Size : 1708 File Name : TRAK107C12 GNBU1.COB_10061610MF.fasta (Complementary)
Sequence Size . 725
Znd Hucleotide Sesqguence
File Hame : IRAK10TC1Z Reverse?.ACGE_10061610MF.fasta Unit Size to Compara = &
sequence Size » T80 pick up Location Ne. = 1
unit Size te Compare = 6
pick up Locatign Ho, = 1
[ 723 / 729 bpl INT/OPT.Score : < 2452/ 2820 >
R41" TGGHAGTTGE TCAGATCTAT GGCTGTGATA ATCCATGGAC RGGGGHCATT TTCCTGEGAG
| &81 / €93 bp] INT/OPT.Score @ < 2464/ 28650 > Grde sdaitriadd Frhve sk
e GGAC AGGGGGCATT TTCCT-GGAG
1 CTCCCTTG TCGTGGAGGT GGSCARATCT
AHRAE Y daheiadd vddmbakiedy a01' CCRTCOTACT CTCCTCOCCA CTCATGTGCC TGCATGCTGC CATRGGATCA TIGCTGEGCA
61" GUAGGCTGGT ACCGGTCCGE AATTOCCGEG ATCTCCCTTG TCGTGGAGGT GGGCARATCT ShrAEEAehd ERVAA ANEE FFEERENRFA kevorpxrian Sdak dapaw wedia Leet
24" CCATCCTACT CTCET-CCCA CTCATGTGCC TGCATGUTGC CATA-GATCA TTGCT-GGECA
29" TTATCAGCCA CTECCTTOTG CTECCAGSAR GCCAGCTAGA GTGGTCTTTA RAGAARACTSG ' i
Fddbraadad A bNakEed FdEPIREE AL saddkaReread mEwrARSEET Ardadb st 96]_! THGC&GCGGG RCTCAETCTT TCMCCCCAT TTGF_GMC}\T CTRCmGGR CTCTGGGG‘T’T
1910 PTATCAGCEA CTGCCTTCTG CTGCCAGGAR GUCAGUTAGA GTGGTCTTTA ARGRARACTG SIARAeN BE AEASANEEY FRASIEALUE FadthE vl REESANERAE AhbaRbean )
81" TAGCAGC-GG ACTCAGTCTT TCAGCCCCAT TTGAGAACAT CTACTTTGGA CTCTGEEETT
BO' GGCATCTCCT GOTACTTAAA ATCRAARAACT RACCTARRATA BAGATTATAG AGUCAGAGGA
AR EINHEE A PP Ve A SRRy EREL WAFGITR O edradkaasy pkEYEIIEEs 1021" TCAACAGCTC TCTGGCCTGO ATTGCARTGG GAGGAATGTT CATGGCGUTC ACCTGGCAAR
181" GEOATOTCOT SCTACTTAAA ATCAAARACT ACCTARAATA ARGATTATAG AGCCAGAGGA SRR EYATEE EeeesdRets SIANENTFHE sasliiibed dderasiabd aaakaavasy
140" TCAACAGCTC TOTGGOCTGC ATTGCARTSEG GAGGAATGTT CATGGCGITC ACCTGGUAAR
1458% BGEAGATAGCC ATGGAGGACA GCCCCACTAT GGTTRGAGTG GATAGCCCCA CTRTGGTTAG
T e e R e e L bkt 1081' COCAGCTCCT GGOTOTTGEC TGTGCOCTGT TCACGGCCTA TCTTGGAGTC GGUATGGUAA
2‘1“ AGMATMCC ATGGAGGACA GCCCCMTAT GGTTAGMTG G_ACAGCCCCA CTF\T'GGTTAG ’Qt“"'!“ EER R S L AR Ak reahb ks ead b bk bary SRR AR RS b rabEerard
200" COCACCTCOT GGCTCTTGEC TETGCCCTET TCACGGCCTA TCTTGGAGTC GGCATGHCAR
209" GGGTGARBAC CAGGTTTOGC CATETCAAGE GRGAAGGTGC TTCCCCRARG CTCTTGGCTA
Srhe R heha kAT hAEEAh AR SARFTANF Akbedbdakt dEUabERThs hbviniaeEs 1141'" ACTTTATGEC THEAGGTTGEA TTGCCAGETT GTRCCTGECC CTTCTGTTTG GCCACGCTAT
401" GEGTGARALC CASGTTTOGC CATGTCAAGS GRGARGGTGC TTCCCCARAG CTOTTGGCTA PAAEASIPIE FARETEF AT PAERRREA A ARk EaRaadt Nedapkenss abbAbianbe
260" ACTTTATGGC TGAGGTTGGA TTGCCAGCTT GTACCTGHRCC CTTCTGTTTA GCCACGCTAT
268! TGTCACCGGT GACATGARAG AACTTGCCAA CCAGCTTARA GACARACCCG TGGTGOTCTA
AdtREErERY HhbrapwEEs ddbbbbannd kiawdedEis dhkemeabiE FeddeRbran ‘[Eul‘ TGITTCCTEAT CRTG;\CCACA MTTCCR ACATCTACAER GPLTGCCCCTC AGTRAMGTTE
461" TGTOACCEET GRCATGARAG ARCTTGCCRA CCAGCTTARA GACARACCCS TEGTGCTCCR FraedtadbEd AEPARTIIN EESIIINENL AAFCSROAF ebtadboeba dabiedades
_ 320" TGTTCCTCAT CATGACCACA ARRAATTCCR ACATCTACAA GATGCCCCTT AGTRARGTTA
320" GTTCATTGAC TGGATTCTCC GGGGCATATC CCARGTGGTGE TTCOTCAACA ACCCCGTCAG
CHNRARETES SRR AR VAPIVET EFIRR b be phassadidl sanviadaed 1761 CTTATCCTGA AGARBACCGC ATCTTCTACC TGCARGCCAR GRAMAGRATG GTGGARAGCC
421" GTTCATTGAC TGGATTCTCC GGGGCATATC CCARGTGGTG TTCGTCAACA ACCCCGTCAG tareibets SAATARPEEE AFEHRECERS WEraIPuaae sefhibanid bexdrideis
380" CTTATCCTCA AGAARACCGC ATCTTCTACC TGCAAGCCAR GRAAAGAATG GTGGAAAGLC
380! TGGAATCOTG ATTCTGGTAG GACTTCTTGT TCAGRACCCC TGETGGGCTC TCACTGGTTG
ArkreReAd b TR RS SR IR R dsddrkad e rraRbE Ny ISR A AR RS 3 1321! CTTTGTG}\GR nmc(‘ccﬂ TTTGCAGCC_F‘ TSGT(‘ACGRG TCRTTTCTG{: C‘TGMTGCTC
431" TGGMTCC‘!'G HTTCTGGTAG GACTTCTTGT ’[‘CAELHACCCC TG’GTGG&"TC TCRCTGGCTG dnatr e s Fhbraadids aas bk R e aNy ISR e RN 2 I E R R R S R AR ER R AR
440" CTTTGTGAGA ACARGCCCCA TTTGCAGCCA TGETGACGAG TCATTTCTGC CTGACTGCTC
24449 GOTGGGAACA GTSGTCTCCA CTCTGATGGC CCTCTTGETC BGCCAGGACA GGTCATTAART
P EEA IR ERSRTEENEr SETEAEARER ARRREERIIN BRI AAA ke daskeabsan 1381 CAGCTARCTT CCAGGGTCTC AGCARRCTGC TGTTTTTCRC GAGTATCAALC TTTCATACTG
541" GOTGGGAACA GTGGTCTCCA CTCTGATINC COTCTTGCTC AGCCAGGACA GGTCATTAAT TERAAES SRS AN SRR O AFEARETEFY KRudpbedie fdebilasi AdaReesens
50" CAGCTRACTT CCAGGGTCTC AGCARRCTGS TETTTTTCAC GAGTATCAAC TTTCATACTS
504" AGCATCTGGG CTCTATGGCT ACARTGOCAC COTGGTGEEGA GTACTCATGE CTGTCTTTTC
NEEasIANEe AamkkvesiE RRedSAAFee bedebasard brasrasedd ddEebiiaat 1441' ACGEGTOTGT ARTCTGTTCT TATGCTCATT TTGTATTITTC CTTTCAACTC CAGGARTATC
601“ KGCRTCTGGG CTCTHTGGCT ACAATGC CCTGGTGGGP‘ GTACTCBT‘GG CTGTCTTTTC Adkrersadhk wesadbEawd Fhbsbrad ke wsididenia Frabsrpmdede S4dbartran
540" ACGEGTCTGT BATCTGTTCT TATGCTCATT TTGTATTTTC CTTTCAACTC CRGGAATATC
569 GOACARGGGA GACTATTTCT GGTGGCTGTT ACTCCCTGTA TGTGCTATGT CCATGRCTTG
bhdadwiAn FEARROAREE $30 Wibhae damrviedad sakdoroard  daaws o 1501' CTTGAGCATA TGAGAGTCRD ATCCAGGTGA TGTGCTCTGH TATGGAATTT GAAACUCCUAA
651" GGI\CARGGGA GHSTATTTCT GGGTGC'I‘GTT A{:TC{;CTGTB TGMCTM‘GT _CRTGMCTG FER S AR R R as e ad bk wE dhdsetathe EE SRR ] thastddddn sakkReddan
620" CTTGAGCATA TGAGAGTCAC ATCCAGGTGA TGTGCTCTGE TATGGAATTT GARACCCTAR
625" COCAATTTTC TCAAGTGCAT TGAATTCCGT GUTCAGCARR TGGRACCTOC CCGTCTTCAC
Hrae vkt dhEbtadite wedd thEUd FEEessd w¥ o FAA Fa # kSR Sk 1561' TBGEGGCCOTTS GCACTAAGRT T-GGAATGTA TATABRAGTCA AAGTGCTCCA ACAGAAGGAG
720" CCCAA-TTTC TCRAGTGCAT TGAA-TCCGT GCTCAGU-RA TTGGRACT-C CCGTTCTCAC AEYRE R RAHE ShwkARaeF I R CEPEAEEE Sheke el ik

6RBO" TGGGGCCTTH GCACTBAGAC TAGGAATGTA TATAAAGTCA AAGTGET
6897 COTCCOTTIC AACATGGOGT TGTCAATGTA CCTTTTAGCC ACAGGACRTT ACRATCCGTT
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