Genome Network Project_Full —~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN Clone_ID : IRAK082P07

Vector : pPCMV-SPORTG

@ Plasmid DNA purification
Date: [8110b

Date: 1Q1107

Lot#: 7893_A8Ju

Gene HDAC4
Accession No. | BC039904.1 3791 bp
cDS 2919 bp

Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

ng/ul

Date: | 8110 7
DNA concentration (O.D.): qu
DNA 0.3 ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.7 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

< Size of fragment expected from this clone >

EcoRI 45, 3.7 kb
Xhol 7.3, 0.5, 0.4 kb
EcoRI + Xhol 4.3kb (Vector) 3.0,0.5,0.2, 02 kb
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@ Adjust plasmid DNA solution to 25 ng/ul

Dalte:/cf)///fCl

@® Confirmation of the insertion sequence DNA ( 299 ng/ul) J6.0 ul
10x TE /02,
Date: /7/( (3 dH,0 £79.7  ul
Total /028.5 ul
Primer A Reverse?2
Primer B M13 . Shipping
Primer C poly(A) region primer #0
List of http://dna.brc.riken jp ﬂi Conc.:25 ng/ (4 Q,  Volume:4Q (2
Sequencing /en/GNPclone3en.ht
i ml T i e - .

181114 )
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pplied

BI osystems IRAK082P07_2_A8Ju_lll_Reverse2_E01_13_ABI24 Inst Model/Name 3500/3500 Instrument
IRAKO82P07_2_A8Ju_lll_Reverse2 Nov 13,2018 02:35PM, JST

S/IN G:315 A:418 T:238 C:446 primer A : Reverse2 KB_3500_POP7_BDTv3.mob G ; 5 - Nov 13,2018 03:17PM, JST
KB.bcp , Pts 1550 to 13175 Pk1 Loc:1527 ray line indicates quality value  gpacing:1188 Ps/Panel1350
KB1.4.18 Cap:13 5 GCGGATAACAATTTCACACAGG 3" version 6.0 HiSQV Bases: 942 (QV) < 40. Plate Name: 20181113_MIX
TH ; GCAGGCTGGTACCGGTCCGGAMTTCCCG GGATATCG TcGAackcaceaeaTeCE G ACGE TG
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. W AW l VAVIWRY

SAGTG GGG AG GCATCATGGTTC EETTEATCTGECAG GCCAGEGGACGCCTCTE TTC CTTGTGGGTTACCTGGCTCATGAGACCTTGCCGGCGAGGCTCGGCGCTTG
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Applied
Biggystems

S/IN G124 A:93T:130 C:16 Biimey BENIS
KB.bcp
KB1.4.1.8 Cap:13

1 10 19 28

984
492

5 GTTTTCCCAGTCACGACGTTGTA 8

IRAKO82P07_2_A8Ju_lII'"_M13_E01_13_ABI24
IRAK082P07_2_A8Ju_IIlI'_M13

KB_3500_POP7_BDTv3.mob Gray line indicates quality valne
Pts 1792 to 8707 Pk1 Loc:1760

Version 6.0 HiSQV Bases: 203 (QV) <40.
C.TT TG TACAAG G.OT GG.6T ACGC GT

" afth 5

it

Inst Model/Name 3500/3500 Instrument
Nov 09,2018 09:54AM, JST
Nov 09,2018 10:11AM, JST

Spacing:11.01 Pts/Panel1350

Plate Name: 20181109_GNP
GAGCGGCCGCECTTTTT

91 ypal 100/t [ 109

mm

GCTTGGGCCCCTCGAGGGITACTCT

M HindI® Apal  XHSL

37
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154 163 172 181 190 199 208 217

26 235 244 253

984
492

262

211 280 289 2598 307

361 370

984
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379 387 424 451

460 469

984
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514 523 541 550 559

568 S 586

1 984
492
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595 613 622 631 640 649
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Applied
Bigspystems

S/N G:172 A:105 T:123 C:202

IRAK082P07_2_A8Ju_III'_GNP Mixture_F01_16_ABI24 Inst Model/Name 3500/3500 Instrument
IRAK082P07_2_A8Ju_lII'"_GNP Mixture Nov 09,2018 09:54AM, JST

Primer C : Poly(A) region primer #0 KB_3500 POP7_BDTV3MOb (o Jine indicates quality value Nov 09,2018 10:11AM, JST

KB.bcp Pts 1810 to 8707 Pk1 Loc:1778 Spacing:10.87 Pts/Panel1350
KB 1.4.1.8 Cap:16 5 TTTTTTTTTTTTTTTTTTTTNNN 3" Version6.0 HiSQV Bases: 696 (QV) < 40. Plate Name: 20181109_GNP
G TTTGTTTT GTATTATTAGATCTTTGATATTTGT TTTCT GTGCCT CGTGTCAACTGAATTCG GCAGCTCGGCCGCCTG TTGCCACAGE

1 i 21 31 a1 51 81 101

1088 BCOF9041 (v 3712)

o mtuumunn.llmnmmmmm mhlhlulﬂhﬂhhnhhhhl“‘Nhhml

CTCCTTTCTTCCACGG CGTCEC TTGER GG ACCEGLCCAGAGTGTGLITGGCTTRCGEGTE T C GTETCGTCTGCGCEGTCGECEGGEGTETGTECCGTETTCCCTEGTGAGGCTGCC!
1) 2% GEchH 141 5. lel 7L 181 191 201 211 221

1088

mulmmulummluMnmmLmelmmumuumnmm.u mlumhnuxhummhhmu

IGCCCAGGCGTGCATGTGCGTCTCGAGACCTGTGGGCCTGGGCLG GCAG GGCTTCCCGTGGCTGTTGCACGCTGGGTGTCCCTGGGTGCTCC GAGAGCCCCACGGTGGGE AC
231 241 251 261 271 281 291 301 3T 321 331

1088

5 .umummhmnummmhuAhmm,lmhmunhuhmumuuhmnlxhlnmnmummJm

GCAGGCGTGACACGGG TCTTGGCTGAGCTTC GACAGAGACAGACAGAC GAGAACAGCAGCTTCGAGGGAGTGCTACAGGGGLC GGC TCCTCTTCCATGGGCTCCT
341 351 361 371 361 391 401 411 421 431 441 451

1088
544

E mJuuumu lmmuhuﬂmlm“mhuhuuml.u.hhhlmhummmn_uﬂuu

IATCTGGTCTCT TTTC GGCG GGCTTCACGCCCACGGACAGCGAGGCCATG GCGGEGTGACCGTCTCGGCTTCTTCGTTCTC GC GTCTGAGCCTCGATCAGAGAACGCCCCGC
461 471 481 491 501 511 521 531 541 551 561

1088
544
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TGFGG57G1GT T GT GC G(;eTlGC G GC G§9G1CC ;i 60GlC TGTG G TgllCC T GACT z_TlC G - o - . .
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