Genome Network Project Full —Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN Clone_ID : IRAKO79H05
Vector : pPCMV-SPORT6

Lot#: 7893_A7Ho

@ Plasmid DNA purification

Date : |70828

Date :

(70830

Gene SNPH
Accession No. | BC035788.1 5026 bp
cDS 1485 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Date : {70930

Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit > dH,O 100 ul

DNA concentration (OD.):___ 223 ng/ul
< Size of fragment expected from this clone >
DNA o4 ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 4.9,45kb
Buffer H 1 ul Xhol 9.4 kb
dH,0 7.6 ul EcoRI + Xhol 4.3kb (Vector) 49, 0.2 kb
Total 10 ul ot
Erectrophoresis : 1% agarose gel, 1x TAE Buffer 5 E
Marker : 2-Log DNA Ladder (NEB#N3200L) 3 X

@ Confirmation of the insertion sequence
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Date : 7083
Primer A Reverse?2
Primer B M13
Primer C poly(A) region primer #0
List of http://dna.brc.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml
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@ Adijust plasmid DNA solution to 25 ng/ul

Date : /70?0‘

DNA (228 ng/ul) 25.0 ul
10x TE 775 ul
dH,0 (2.7l
Total F[?S‘ 3 ul
@ Shipping

EIConc. 29 ng/u 9.. Volume : 4“ Q

APPROVED BY :

12.9.01

http://dna.brc.riken.jp‘/l- yebex-hrbmit
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‘_} Blosystems IRAKO79H05_A7Ho_Reverse2_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument
IRAKO79H05_A7Ho_Reverse2 Aug 31,2017 03:11PM, JST
S/N G277 A:248 T:166 C:383  p i o A : Reverse?2 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Aug 31,2017 03:26PM, JST
KB.bcp Pts 1685 to 8612 Pk1 Loc:1653 ) Spacing:10.38 Pts/Panel1350
KB 14.18 Cap:2 5 GCGGATAACAATTTCACACAGG 8° Version 6.0 HiSQV Bases: 692 (QV) < 40. Plate Name: 20170831_GNP
AGCAGGCTGGTACCGGTCCGG AT T CEC GG G ATfcAG CTAGCCGECTCE TG CAGGG G CTCGG
1 11 21 31 41 51 61 B ; ma] 81 91 101 1
kpn 1 A B
1072 edcrr &035788.1 (1. )

236 ul l Il

GAGAGC TTCGGCGGCCCCTGCAGGGCAGC TG ARGCCATG G AAGCCTCCGCAGG TCGC TGATCAGGG CCAGGCGGCTGCAGCAGCG ACTGCAG GGCGCT‘GCGCC GCCGG

121 131 141 151 161 171 191 201 211 221
1072
536 N\ ”h
0
GCCGG AG TGGTGC GAGCCGGCGGGGCTGCGGAGGGCCAG TGE ACTCAGCCCCCGGG ATACCG CCCATCCCACCCCTTACTCGGACCCACAGCOCTCATG GC CATGTCCCT GCCAG
231 241 251 261 271 291 301 311 321 331

> i

G AAGTAGACGGEACCTC TG CTGCGATCACGCAGGEGLCACC TEC TCCACE TG TGAGCG TGCGEGATGCCTACGGCACLCTCTTECGCTCAGCAGCAGCAGCAATTCTGGCTCETAC G

341 351 361 371 381 391 401 411 421 431 441 4
1072
536 ‘ ‘
0 \ | /\ ‘ _ _
GGCAGTGACAGCAGTCCCACGLCCAAGGCGCTCCATG ARATACACGC TG TG CAGTGACAACCATGGCATCAAGCCCCECGALCCCCGGAGCAGTACCTGALCCCCCETGCAGC
51 461 471 481 494, 501 515 st 531 541 Sal 5¢
1072
o o po e
0 | . AV TN Y
GAAGGAGGTGTGCATCCGGCACCTG GCCCGGCTGA?Z .
51 571 581 591 601 611 621 631 641 651 661
1072

| 0
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IRAKO79H05_A7Ho_M13(-40)_B02_05_ABI24 Inst Model/Name 3500/3500 Instrument

IRAKO79H05_A7Ho_M13(-40) Aug 31,2017 03:11PM, JST
S/N G:125 A:107 T:119 C:1 poer s « MiE KB_3500_POP7_BDTv3.mob Gray line indicates quality value Aug 31,2017 03:26PM, JST
KB.bcp , Pts 1684 to 8610 Pk1 Loc:1652 Spacing:10.42 Pts/Panel1350
KB14.1.8 Cap5 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 576  (QV) < 40. Plate Name: 20170831_GNP

CTTTG TACRAG .AGCTGGGTRACGCGTAAGCTTGGGCCCCTCG (EGG'T‘CTCT G AGCGGCEG QUC TTTT|
3 10 19 28 37 4&’(1151 55 M%ll Hind 73 Apal YR 1 91 XppL 1004611 109
(__.
792 Veclo-
M h H“HM I m AN ‘ Il lmmuml
0 P W1 NIV i i
1t ol 0 o Lt Byt o0 o ol o4 B ol e o A g B il W i
118 127 136 145 154 163 172 181 190 199 208 217
792
396
0
226 235 244 253 262 271 280 289 298 307 316 325 334
792
396
0 i 1
343 352 361 370 379 388 397 406 415 424 433 442 4
792
396
0 |
51 460 469 478 487 496 505 514 523 532 541 550 559
792
396
0
568 577 586 595 504 613 622 631 640 619 658 667
7892
396
0
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IRAKO79H05_A7Ho_GNPmixture_C02_08_ABI24 Inst Model/Name 3500/3500 Instrument

IRAKO79H05_A7Ho_GNPmixture Aug 31,2017 03:11PM, JST
S/N G:67 A:56 T:48 C:76  Pyrimer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Gray line indicates quality value _# Y9 312017 03:26PM, JST
KB.bcp ) , , Pts 1690 to 8571 Pk1 Loc:1658 Spacing:10.38 Pts/Panel1350
KB14.18 Cap8 5 TTTTTTTTTTTTTTTTTTTINNN 3 Version 6.0 HiSQV Bases: 683 QW) < 40. Plate Name: 20170831_GNP
3 GG AGAC G AGTCAAGATUCCETE EECGLLC TECCCCACT TEECACAT CC ECTG U AL G T |
1 L al: 31 41 51 61 T, 81 81 101 i 8
1202
601
0 Ay JUY WA ,
'CGTGAAGGGGATGGCC T TATG G GAATGCAC TEGTGACCTGTTTGCATTGTCCCCTAGGTCAGAGAGG GGG TTGTGAGTTC TCTEGGGCAGAGGCCCCTEGGEGTAGGCCTTGGCC
121 131 141 153 161 1.7 181 91 201 211 221 23
1202
0 ot
;_ T AA A A AT AP AR AN AR hhHHthH [\
GAACETTECAGTTTGTC CCACCICE TCCCCE GTGCTGTAAGATACCCCTGCGCTTGTGGC TTGG G GGGTGTGTCAGTGAGAAGCT ATCCCCTTGGGAG!
i 241 251 261 270 281 291 301 311 2zl 331 341
1202
l Wttt ottt
i ANV ANV AAN A A YAV AV AR A A AV AW AR AN
TCT LT ST CCACTE GCCCAGCTCTC TGTGCAGAGCCCGBGEGCCCCAGCGTCCGATTCC TGECCTGAGLCCT GGACTGGCCG GGCAGTAGTGCCACTCTGGCCUGAGLECC
351 361 371 381 391 401 411 421 431 441 451
1202
601 ‘
\M\/V\/W\I\MMMAN\Z\MAN\M ) ) \ MV
ACTCAGGAGARAAGCC CGTCTGGCCGCI GGCTCCAGARGGTGGTTCC TG GGGACACTGT TCCTCAGGACCTCATCAGC TCTTGCCAGACGCTGGGG! LG GGG
461 471 481 491 301 511 521 531 541 551 561
1202
601 ‘
0 ) NV I WAV TN M ol nel¥y
571 581 591 601 611 621 631 641 651 661 671
1202
601
0
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