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RIKEN_cione IDI IRAK078M1 5
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Accession No.

● Plasmid DNA puri■ cation
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Marker:2-Log DNA Ladder(NEB#N3200L)
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Cuiture:LB(100 ug/ml Ampicillin)3 ml ‐→37°C O/N

Puriflcation:QIAGEN Miniprep kit→ dH20 100 ul
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●Adust plasmid DNA solution to 25 ng/ul ～preparation for shipping～

Date: 100う 27       Shipped i 25 ng/ul,40 ul

Final concentration:25 ng/ul

DNA(iう 0、 lЭ nノJ)

10 X TE りl、
f7

37ら 、Cl  ul

ul86

←も、D

30
2.0-→
1.5-→

1.0-→

dH20

丁otal うtら 、し



「

~~~~~「
T~

System i CEQ System

httШm配 :ぶ凛[f・置T出
|

|

― 一 ― ―
―

一 一 一 一

―

― ―
― 一 一 一

―
― ― ― 一 一 一 一 ― ― 一 一 一 ―

   |

PrOieCt:GNP

Samlle ilRAK078M15_Reverse2.Dll 100525167S

Result ilRAK078M15_Reverse2.Dll 100525167S
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PrOieCt:GNP

Sample ilRAK078M15_M13.C01_10052709A9

Resuit ilRAK078M15_M43.C01_10052709A9

Operator:3.100527.furu

CEQ System(Ver・ 9・ 0.25)

腱 cや r

11°
rTTTTTTfttTTTTcTTl礼 TTTT.Tτ ll&TT.TACI● AT

・Ｉ

―̈―

――

―ｌ

ｒ
ｒ

”

1°
     A織 ヽTA●OiCT』 LTATκ O「 4ilκ ACrTT° TttkA●

1ハ

ハOCfl° °

1卜

∞ ∞

Anaiyzed IData

Analyzed Data

４４。・ＣＴＡ

ｈ

一　
　
臨

。一
　
酬
肌

ぉ
ヽ
　
１
１１
・――
』̈一̈＝
一‐‐

　̈
　
・――
・̈＝
一出
一

ぽ
＝
―
・――
・臨

T∫lLcccACA● liTCcATCTO=:LccTcTcc♀ ■ 7ATTTTTTAAAAACACe CAAAATATO TAA● AAA

Analyzed Data

cA.擢 tTcc.。 TC C=CTccAOCCiOLCハ C T正罰習電三二三二こここIFttrII111:‖ ξlLTACAO CCざ 旨ヽ T cACCAOど 1■ AO TATO C∫ 8跳

Thu 05ノ 27ノ1011115139
Pagel l



2010/05/27 14:17:22 Text2 2010/05/27 14:17:22Text2

〔 GENETYX : Nucleotide sequence Homology Data ]

Date : 2010.05.27

lst Nucleotide Sequence
File Name

: 工RAK0781・ f15 ReVerse2 Dll 100525167S fasta

Flle Nane IRAK078M15 M13.C01 10052709A9.fasta (Complementary)

12'' ACTTTCCTCG TCAACCCCCT GTACA3TCTT CAGTATCTTA TTGGCCTハ A3 TCGGCATCAC

6301' ccCCCACCAT CCGACTCCAT CTCCCACCCT CCACGC」 CnCA CCACCACTCC CATACACACC

72'' CCCCCA3CAT CCCA3TCCAT CTCCCACCCT CCn3GCCACA CCASCnCTCC cAT却 3ACACG

6361i CACCCTCTCT CTTCCAACGT CCACCACCCT TTTCTTACパ T ATTTTCCCTC TTTTTAAぶ鳳

1321' CACCCTCTCT CTTCCAACGT CCA3Ca3CCT TTTCTTACAT ATTTTCCCTG TTTTT…

6421l ATACCACGA3 ACCGTCCAcA TGGバ rACTGT CCCCTCACCC TCCTAACCCA CCTAATATバ T

192'' ATハCCA3GAG AGCGTGCACA TCCATACTGT CCCCTCACCC TCCTAAraCCA GGTAATATパ F

6481i TGバrGTCCA3 ACTTTTAACA AATCTTACTC TTバ TCACAAA TATCAコ GTAA TTTATTTTTT

252'i l「 GATGTCCAC ACTTTTAACA Aバ rCTTN3TC TTバ rCACAぶ A TATCAACTAA TTTATTTTTII

6541: CCATTTTCAA ATCCA晏ふAGT TA3CCT熱3CA ACCCTCCCAG TCATCCTCnA GGACCTTTTG

3121' CCArTTTCM ArrCCttGT TA3CCTACCA ASCCTCCCAG TCATCCTGM CCACCTTTTG

6601l ACTTTCCTTT TATAATTCTG TTハ
…

TTC ACGACGGGAT TAATCAGTAC Aバ TCAAぶACA

372'' ■3TTTCCTTT TATAATTCTG TT… TTC ACCACCCCAT Tハ ATCnCTA3 Aバ■cAぶぶみCA

6661' ハAACAAAACA AAAAAAAAAA AAAA

432'' AAACAAAACA 

―

M ハぶ鳳 CCCCCC CCCCTCTA3A GTATCCCTCC ACCGGCCCnA

: BC041098 1 gnu
sequence Size    : 6684

2nd NuCleOtide sequence

「
1lo Name

Sequence size    : 521

unit size to compare = 6
Pick up Location No. = 1

〔 439 / 453 bp]     lNT/OPT.Score : く   1496/  1662 >

1'        TCC TTTCCGACCC TGGGTCTTCA GTCCACCCCC GGGAAACCCC CCTGTCGCCC

61'! CCGTCCCTCC TTTCCGASCC TGGGTGTTCA GTCGACCCCC CGGAAAGCCC CGTGTCGCCC

54' TCTCACTCCC CCACCCTCCA CTCCCCCTGC CCCCTCCCCC CCCCCTCCCC trCCcGTTGTC

121'' TCTCA3TCCC CCACCCTGCA CTCCCCCTCC CCCCTCCCCC CCCCCTCCCC TCCCGTTGTC

l14' TCTCCCACTC TCGCCCACTC ACCACGCCCC CCCCATCGCC TCCハ ACGGA3 ACCCGACCCG

181'' TCTCCCACTC TCCCCCA3TG ACCACCCCCC GGCCATCCCC TCCAAGGGAG ACCCGAGCGG

174' TCCGTGTCCC CCGGGTCCCC TCCCCGTCAC AGGTACCCAC CGGTGGCGTG A3CACCCCTC

2411' TCCCTGTCCC CCGGGTCCGC TCCCCGTCAC At‐ GTACCCAG GGGTCCCCTC AGGAGCCCTC

234' GTGGA3■ MG ACACCCTTTC GGCCA3AASC CCACCCTGTC CCCCTGTCAC ATTGACCTTC

3011' GTGGACAAAG ACAC」 CGTTTC GGGCACAACC CGACCCTGTC CCCCTCTCAC ArTGACCTTC

294' CeCCTcTACC CTGACTCAGT TTA3CCTCTC GTCTCCCATC CCTTCCCCTA TTCCCCACCG

361'l CCCCTCTACC GTCACTCACT TTACCCTCTC GTCTCCCATC CCTTCCCCTA TTCCCG内 3CG

3541 CCCCGACTTC CCCTCn3Tcc ――TCTTCTTC CCAACCAG― T TTG――――――― ―CTAT… T

421'' CCCCCAGTTC CCCTCAGTCG TTTCTTCTTC CCAA3GAGTT TTCCCCTTTT TTTATAttT

403' GGGAGTTCT―  CCTTGTACTC ACTGTT―CTG TCCCTGTTCT CC「CnSTAAA CCCCGACTCA

481・  GGGAGTTCTG GGTTCTA3TC ACTGTTCCTC TCCCTGTTCT T

lst Nucleotide Sequence
File Name        : BC041098 1.gnu
Sequence size    : 6684

2nd Nucleotide Sequence

Sequence size    : 564

unit size tO compare = 6
Pick up Location No  ‐ 1

454 / 455 bpl     INT/OPT Score : く   1808/  1814 >

6181' CCCTTTAGTC CCTCCTTTGT GTGTCTTCAC TTCCACACCC AGTGTTCCCC CTCAGGCCパ T

l・                                                     C CCCA3GGCAT

6241: A3TTTCCTCG TCnACcGCCT GTACAGTCTT GACTATGTTA TTCGCCTハ ぶG TCGGCArGAG
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