Genome Network Project_Full ~Length cDNA clone

RIKEN_Clone ID : IRAKO78J15

Vector : pPCMV-SPORT6

@ Plasmid DNA purification
Date: 140209
(90207

Date :

Gene Engineering Division RIKEN BRC

Lot#: 7893_A9B5

Gene FzD2
Accession No. | BC036881.1 1841 bp
cDS - bp

Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —=> dH,0 50 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : |90 3»97

DNA concentration (0.D.): 284 ng/ul

DNA 0.3 ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul
Buffer H 1ul
dH,0 7.7 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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< Size of fragment expected from this clone >

EcoRI 6.2 kb
Xhol 6.2 kb
EcoRI + Xhol 4.3kb (Vector) 1.9 kb
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /90218
@ Confirmation of the insertion sequence DNA ( 33 Y% ng/ul) f‘U‘ 0 ul
10x TE 33,4 ul
Date : 40212 dH,0 441.0  ul
Total 534, 4 ul
Primer A Reverse?2
Primer B M13 @ Shipping
Primer G &
List of http://dna.bre.riken jp Conc.: 29 ng/ U @, Volume: 4 Q
Sequencing /en/GNPclone3en.ht
Primeies m Eperrr—— Ayl
192.157)
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http://dna.brc.rikefjp/in

3
3




. Applied

B osystems IRAKO78J15_A9B5_Reverse2_C01_03_ABIO8 Inst Model/Name 3500/3500 Instrument
i IRAKQ078J15_A9B5_Reverse2 Feb 08,2019 09:37AM, JST
SIN G56 A51 T:41 C:81  Primer A : Reverse? KB_3500_POP7_BDTv3.mob Giay ling indic . Feb 08,2019 10:07AM, JST
2 — at
KB.bcp , , Pts 1775 to 8704 Pk1 Loc:1743 Y leates quality value o . u0.1157 Prs/Panel1350
KB1418 Cap:3 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 655  (QV) < 40. Plate Name: 20190208_GNP
GTTT GTACAAAAAACGCAGGCTGGTACCGGTCCGRAATTCCCGE G AT GGGGGCGTCCCTC CGAC G.GTE GTCTCAC
1 i) 21 31 41 61 71 EcoRL 8Smal 101 111
attRL kpn1
| 86036881 141~)
12472 Vecta
0

IGTGTCGEGCTGTTGGTGAGGCGAGT GTAGARCTTCE TCCACGAGTGCAGCGTCTTGCCCGACCAGATCC CAG GCCCGACGTGATGCCCACGATG AGCGTCATG AGGTATT TG
121 13, 141 151 161 171 181 191 201 211 221

?f AMWMMMMWMMMMMMMMMMWWWWWMMM

TCATGTAGACCGTGAAGTCGGGCG ACATGCGCGGCGTGTAGT GCGCCGGGCACGGGATGGCCAGGCTCT TGCAGTGCTGGCTCACCCACGAGCGCTCCCAGTGC TCGCGG

231 241 251 261 s 281 291 301 311 321 331
1242
ot ol H “” “l“l“ MWMMAMM /\MAA/\A/W\NW\/\/\
o WA My AR
GCCTGE TCETAR AGT CGCGAT GACGATGGEGTGGC GEGCAC TG TGTAGAGEACGEGAG AC BCGCCBATGEC GOCAC CAT G AGEC GETEEAGET TTTCGGTCTTGETGE CGT.C
351 361 371 381 391 401 41, 421 431 441 an57
1242

4 il (e

GTGCTTCATGATGGTGCGGATGCGGAAGAGCGACACGAAGCCGGCCAGGAGGE AAGGACGTSCCGATG CAGGTACACGAAGAGCGGCGCTAGCACG GECCCG CAGCGE
461 471 481 491 501 511 521 531 541 551 561

1242

GTCCAGGCTGTTGAGGCCTACG GC
571 581 591 601 611 621 631 641 651 661 671

1242

621
Lo /\(YW}[\(MA("WYM
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pplied

IRAKO078J15_A9B5_M13(-40)_B01_02_ABI08 Inst Model/Name 3500/3500 Instrument
Blosystems
IRAKO78J15_A9B5_M13(-40) Feb 12,2019 09:42AM, JST
S/N G:63 A:47 T:24 C:58 Priier B 1 M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Fe'b 12,2019 10:13AM, JST
KB.bcp i Pts 1784 to 8701 Pk1 Loc:1752 Spacing:11.49 Pts/Panel1350
KB14.1.8 Cap:2 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 641 (QV) < 40. Plate Name: 20190212_GNP
‘ CTTTH TACRAG GCTGGGTACGCGTAAGCTTGGGECCCCTCGAGGGATACTC TAG AGCGGCCGEE 2G T
1 11 21 31 41 alttB:_ 61 MUL "HomdT APals:L Xho1 91 Xbal 101 Mot[ T
A
886
| 443
0 . A ‘ i L
GTTTEE GAGGCGCGGG AGGCG GCAGCCGCAGCE AGG AGGCGGC GGGG ARG AAGC GCAGTCTCCGGGT IGGGGGCGGGGGCGGGGGGGGCGCC- GG AGCCGGETGEGE

141 151 161 171 181 191 201 221

BCO348EL 1 (~I8413

- WMNMMN\[\MMWWMMAMMMM!\MNM\MMA MAN\AM\NW\/\MMMM

GGCGECE GCCAGCATECE GO CCCECAGCCCCETGECCCEGLCCTGCTEGCTGECEE TGL TGETGETGLCCGLCCEECRLEEECCLEGCEL AGTTECACGEGGAG GGGCATCTCCATCCCH
231 241 251 261 2L 281 29T 301 311 321 331

886
443

0 [\/\W\’V\AA/\/\/\[\/\A/\N\/\AMMAMN\A/\/\[\[\AAN\AA/\/\AA[\/\M/\AAM/\/\A/\/\A/\/\A/\/\AI\[\AA&AA/\A/\AA/\AAA[\[\L\AAM/\A/\/\AN\/\AN\/\/\/\/\/\N\[\[\/\/\/\[\/\/\f

3G ACCACGGECTTCTGCCAGCCCATC TCCATCCCGCTGTGCACGGACATCGCCTACAACCAGACCATCATGCCCAACCTTCTGGGCCACACG CCAGGAGGACGCAGGCCTAGAC
341 iyl | 361 371 381 391 401 411 421 431 441 451

886
443

0 NAMAAAAN

GTGCACCAGTTCTATCCGCTGGTG GGiGC-G.GClCGCCCG CTGLCGLET TCIFCC G TGCTCCATGET CGC CCCGIG 'GC CCGTGCTGG CAGGCC ICCCGCCGTG
461 471 481 491 501 511 521 531 541 o1 561

886
443
0 Mwwmmwwmmwwwmmww

CCGCTCTATCTGTGAGCGCGCGCGCCAGGGET GG GCLCETCATG

571 581 591 501 611 621 631 641 651 661 671 68"
886
443
(o AN ACONAN OONONOOCANAOOOAN NeOONY
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