Genome Network Project_Full —Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAK077G09 Lot#: 7566_B5K6
Vector : pBluescriptR Gene CDC25B
Accession No. BCO051711.1 3608 bp
CcDS 1743 bp
@ Plasmid DNA purification
Date : 2025/11/10 Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date : 2025/11/11 Purification : QIAGEN Miniprep kit => dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration
Date 2025/11/11

387

DNA concentration (0.D.): ng/ul
< Size of fragment expected from this clone >
DNA 0.25 ul
Enzyme (EcoRI + BamHI ) 0.5+ 0.5 ul EcoRI 44,22 kb
Buffer H 1 ul BamHI 3.4, 3.2 kb
dH,0 775l EcoRI + BamHI 2.8kb (Vector) 19,15, 03 kb
Total 10 ul
is : 19 :Mark
Erectrophoresis : 1% agarose gel, 1x TAE Buffer D®B @ 6 %zu::u:r
Marker : 2-Log DNA Ladder (NEB#N3200L) ®):EcoRI
(kb) @:BamHI
10.0 - ®B):EcoRI + BamHI
8.0 a0
40
3.0 2.0
15
1.2
1.0
05
o1 @ Adjust plasmid DNA solution to 25 ng/ul
Date - 2025/11/18
@ Confirmation of the sequence DNA ( 387 ng/ul) 86
10x TE 133 ul
Date : 2025/11/17 dH,0 1112 ul
Total 1,331 ul
full sequence [IRAKO77G09hts01.seq
@ Shipping

|7|Conc. : 25 ng‘Lg 2, Volume: 4Q (@
|_|Conc. : _ng/u Q, Volume: ue

APPROVED BY :

http://dna.brc.rike I.J.p traexrtmt
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BLAST © » blastn suite-2sequences » RID-HNEFBG8P114

Questions/comments

BLAST Results

Blast 2 sequences

Job title: BC051711:Homo sapiens cell division cycle...

RID

Query ID
Description

Molecule type
Query Length

Graphic Summary

HNEFBG8P114 (Expires on 11-18 13:00 pm)
BC051711.1

Homo sapiens cell division cycle 25 homolog B (S.
pombe), mMRNA (cDNA clone MGC:44614

Subject ID
Description

IMAGE:5301205), complete cds Molecule type
nucleic acid Subject Length
3608 Program

vision cycle...

Icl|Query_1526525
None
See details
dna
6615
BLASTN 2.17.0+

IRAKO77G09hts01.seq

Distribution of the top 1 Blast Hits on 1 subject sequences

Color key for alignment scores

W <40 W 40-50 M 50-80 W 80-200 W >=200
S Quey
1 700 1400 2100 2800 3500
https://blast.ncbi.nim.nih.gov/Blast.cgi 116
2025/11/17 15:00 NCBI Blast:BC051711:Homo sapiens cell division cycle...

Dot Matrix View

Descriptions

Sequences producing significant alignments:

Description Max Score Total Score Query Cover E value Per. Ident Accession
None provided 6663 6663 100% 0.0 100.00% Query_1526525

Alignments

Sequence ID: Query_1526525 Length: 6615 Number of Matches: 1

Range 1: 1909 to 5516

Score Expect Identities Gaps Strand Frame

6663 bits(3608) 0.0() 3608/3608(100%) 0/3608(0%) Plus/Plus

Features:

Query 1 GCGGGACCTTGATTGAGTTAATGAACTTCACGCCTCAGCGTCCAGGTCTGTAAAATGGGG 60

Shjct 1000 e e 1968

Query 01 TGTCTAACGCAGACCGTACAGCCCAGCTGGGTTTAGCAAACTTCCGGGAGCCAGTTGGAG 120

Sbjct 1060 e e 2028

Query 121 CCTCTCCCCATCCCTAGCGGTGATCCCAGGTGACGACATGCCGCGGGGGGTCCTGCGGAG 180

Shjct 2020 e 2088

Query 181 GCCACCCTAGGGCGTTGCTGCTGCCTTTGGGAGTGTGGAGCTCCAAACCATGTCGCGAGA 240

Shict 2080 e 2148

Qgery 241 GGCGGATTTTGGGAGGCCGGGATCCTCGCGCCAGGGGGATGTGCGAGGGTGTGGGATAAA 300

Sbjct 2T s 2208

Query 301 TCTTAATTCCTCCGGCCCACCCAAAGCCTGGAAATCCAGCCTCCGCGCCTCTTGCCCTGC 360

Sbjct 274 2268

Query 361  GGGCCCCGCCCTCAGTCCCGCCCTCATCTAACCCGCTACCCCATTGGTGGCGTCCGGCGG 420

Sbjct 274 2328

Query 421 CGCGGCTGCTGTTATTTTTCGAATATATAAGGAGGTGGAAGTGGCAGCTGCAACTAGAGG 480

Sbhjct /2K 72 2388

https://blast.ncbi.nim.nih.gov/Blast.cgi
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2025/11/17 15:00 NCBI Blast:BC051711:Homo sapiens cell division cycle...

Query 481  CTTCCCAGGCTGGTGCCTGAgcccggegtecctegecccccgecctecccgcatecctet 540
Sbjct 2380 e ae s 2448
Quer h41  ccteectegegectggecctgtggetettectecctecctecttecceccecccceccAC 600
Shict 2y S oo e et 2508
Query 601  CCCTCGCCCGCTGCCTCCCTCGGCCCAGCCAGCTGTGCCGGCGTTTGTTGGCTGCCCTGC 660
Sbjct 72 2568
CDS:Cell division cy 1
Query 061  GCCGGCCCTCCAGCCAGCCTTCTGCCGGCCCCGCCGCGATGGAGGTGCCCCAGCCGGAGC 720
Sbjct /2 2628
CDS:Cell division cy 8 P AP AL P AG Y A R_P
Query 721 CCGCGCCAGGCTCGGCTCTCAGTCCAGCAGGCGTGTGCGGTGGCGCCCAGCGTCCGGGCC 780
Sbjct 2 2688
CDS:Cell division cy 28 H L P L L L H G L L P VR
Query 781  ACCTCCCGGGCCTCCTGCTGGGATCTCATGGCCTCCTGGGGTCCCCGGTGCGGGCGGCCG 840
Sbjct . 2748
CDS:Cell division cy 48 T M
Query 841  CTTCCTCGCCGGTCACCACCCTCACCCAGACCATGCACGACCTCGCCGGGCTCGGCAGCG 900
Sbjct 2T s 2808
CDS:Cell division cy 68 L L_F
Query 901 AAACCCCAAAGAGTCAGGTAGGGACCCTGCTCTTCCGCAGCCGCAGCCGCCTGACGCACC 960
Shjct 2. 2868
CDS:Cell division cy 88 L L R R A E_S L E E
Query 961  TATCCCTGTCTCGACGGGCATCCGAATCCTCCCTGTCGTCTGAATCCTCCGAATCTTCTG 1020
Sbjct 2. 2928
CDS:Cell division cy 108 P
Query 1021 ATGCAGGTCTCTGCATGGATTCCCCCAGCCCTATGGACCCCCACATGGCGGAGCAGACGT 1080
Sbjct /2 72 2988
CDS:Cell division cy 128 I
Query 1081 TTGAACAGGCCATCCAGGCAGCCAGCCGGATCATTCGAAACGAGCAGTTTGCCATCAGAC 1140
Sbjct 2080 e e 3048
CDS:Cell division cy 148 F M PVRLLGH PVLRNTIT
Query 1141  GCTTCCAGTCTATGCCGGTGAGGCTGCTGGGCCACAGCCCCGTGCTTCGGAACATCACCA 1200
Sbjct ] 3108
CDS:Cell division cy 168 P D R R K S E
Query 1201 ACTCCCAGGCGCCCGACGGCCGGAGGAAGAGCGAGGCGGGCAGTGGAGCTGCCAGCAGCT 1260
Shjct 3100 ot e 3168
CDS:Cell division cy 188 F
Query 1261  CTGGGGAAGACAAGGAGAATGATGGATTTGTCTTCAAGATGCCATGGAAGCCCACACATC 1320
Sbjct 3100 et 3228
CDS:Cell division cy 208 THALAMAEWASRREAFAQR
Query 1321  CCAGCTCCACCCATGCTCTGGCAGAGTGGGCCAGCCGCAGGGAAGCCTTTGCCCAGAGAC 1380
Shjct 272 3288
(DS:Cell divisioncy 228 P S S APDLMCLSPDRIKMEVETE
https://blast.ncbi.nim.nih.gov/Blast.cgi
2025/11/17 15:00 NCBI Blast:BC051711:Homo sapiens cell division cycle...
%eg 5% CCAGCTCGGCCCCCGACCTGATGTGTCTCAGTCCTGACCGGAAGATGGAAGTGGAGGAGC 142110
% .1
CDS:Cell division cy 248 L AL R _F L TP AE DT E E
Query 1441 TCAGCCCCCTGGCCCTAGGTCGCTTCTCTCTGACCCCTGCAGAGGGGGATACTGAGGAAG 1500
Sbjct 3300 e, 3408
CDS:Cell division cy 268 D
Query 1501 ATGATGGATTTGTGGACATCCTAGAGAGTGACTTAAAGGATGATGATGCAGTTCCCCCAG 1560
Sbjct BA00 e 3468
CDS:Cell division cy 288 v
Query 1561 GCATGGAGAGTCTCATTAGTGCCCCACTGGTCAAGACCTTGGAAAAGGAAGAGGAAAAGG 1620
Shjct L 3528
CDS:Cell division cy 308 LV MY K R LFR p M P
Query 1621 ACCTCGTCATGTACAGCAAGTGCCAGCGGCTCTTCCGCTCTCCGTCCATGCCCTGCAGCG 1680
Sbjct 12 3588
CDS:Cell division cy 328 R
Query 1681 TGATCCGGCCCATCCTCAAGAGGCTGGAGCGGCCCCAGGACAGGGACACGCCCGTGCAGA 1740
Sbjct 1 3648
CDS:Cell division cy 348 E
Query 1741  ATAAGCGGAGGCGGAGCGTGACCCCTCCTGAGGAGCAGCAGGAGGCTGAGGAACCTAAAG 1800
Sbjct 3040 L e 3708
CDS:Cell division cy 368 RVYVLRSKSL HDETITENLTLTDS
Query 1801  CCCGCGTCCTCCGCTCAAAATCACTGTGTCACGATGAGATCGAGAACCTCCTGGACAGTG 1860
Sbjct 3700 e ae e, 3768
CDS:Cell division cy 388 HRELI DY K F L L TV D
Query 1861 ACCACCGAGAGCTGATTGGAGATTACTCTAAGGCCTTCCTCCTACAGACAGTAGACGGAA 1920
Sbjct 3 3828
CDS:Cell division cy 408 E
Query 1921  AGCACCAAGACCTCAAGTACATCTCACCAGAAACGATGGTGGCCCTATTGACGGGCAAGT 1980
Sbjct 1. 72 3888
CDS:Cell division cy 428 v
Query 1981 TCAGCAACATCGTGGATAAGTTTGTGATTGTAGACTGCAGATACCCCTATGAATATGAAG 2040
Shjct 3880 it 3948
CDS:Cell division cy 448 HIKTAVNLPLERTDATE F L
Query 2041 GCGGGCACATCAAGACTGCGGTGAACTTGCCCCTGGAACGCGACGCCGAGAGCTTCCTAC 2100
Sbjct 3040 e 4008
CDS:Cell division cy 468 D
Query 2101 TGAAGAGCCCCATCGCGCCCTGTAGCCTGGACAAGAGAGTCATCCTCATTTTCCACTGTG 2160
Sbjct 1 4068
CDS:Cell division cy 488 C
Query 2161 AATTCTCATCTGAGCGTGGGCCCCGCATGTGCCGTTTCATCAGGGAACGAGACCGTGCTG 2220
Sbjct A000 e e 4128
CDS:Cell division cy 508 NDYP LYY PEMYTITLK Y K
sgeq %%%(1) TCAACGACTACCCCAGCCTCTACTACCCTGAGATGTATATCCTGAAAGGCGGCTACAAGG [Zl%gg
% 2

https://blast.ncbi.nim.nih.gov/Blast.cgi



2025/11/17 15:00 NCBI Blast:BC051711:Homo sapiens cell division cycle...

CDS:Cell divisioncy 528 E F F P Q HPNFCEPQDYRPMNH

ge ry 2281 AGTTCTTCCCTCAGCACCCGAACTTCTGTGAACCCCAGGACTACCGGCCCATGAACCACG 2340
Sbjct A8y e 4248
CDS:Cell division cy 548 FKDELKTERTLKTR W E
Query 2341 AGGCCTTCAAGGATGAGCTAAAGACCTTCCGCCTCAAGACTCGCAGCTGGGCTGGGGAGC 2400
Sbjct A e 4308
CDS:Cell division cy 568 Q
Query 2401 GGAGCCGGCGGGAGCTCTGTAGCCGGCTGCAGGACCAGTGAGGGGCCTGCGCCAGTCCTG 2460
Sbjct 1 4368
Query 2461 CTACCTCCCTTGCCTTTCGAGGCCTGAAGCCAGCTGCCCTATGGGCCTGCCGGGCTGAGG 2520
Shjct A300 L, 4428
Query 2521 GCCTGCTGGAGGCCTCAGGTGCTGTCCATGGGAAAGATGGTGTGGGTGTCCTGCCTGTCT 2580
Sbjct 2 e 4488
Query 2581 GCCCCAGCCCAGATTCCCCTGTGTCATCCCATCATTTTCCATATCCTGGTGCCCCCCACC 2640
Sbjct B e 4548
Query 2641 CCTGGAAGAGCCCAGTCTGTTGAGTTAGTTAAGTTGGGTTAATACCAGCTTAAAGGCAGT 2700
Sbjct A e 4608
Query 2701  ATTTTGTGTCCTCCAGGAGCTTCTTGTTTCCTTGTTAGGGTTAACCCTTCATCTTCCTGT 2760
Sbjct 000 e 4668
Query 2761 GTCCTGAAACGCTCCTTTGTGTGTGTGTCAGCTGAGGCTGGGGGAGAGCCGTGGTCCCTG 2820
Shjct 000 L e, 4728
Query 2821 AGGATGGGTCAGAGCTAAACTCCTTCCTGGCCTGAGAGTCAGCTCTCTGCCCTGTGTACT 2880
Sbjct 7 4788
Query 2881  TCCCGGGCCAGGGCTGCCCCTAATCTCTGTAGGAACCGTGGTATGTCTGCCATGTTGCCC 2940
Sbjct T80 e 4348
Query 2941  CTTTCTCTTTTCCCCTTTCCTGTCCAACCATACGAGCACCTCCAGCCTGAACAGAAGCTC 3000
Sbjct A e 4908
Query 3001 TTACTCTTTCCTATTTCAGTGTTACCTGTGTGCTTGGTCTGTTTGACTTTACGCCCATCT 3060
Sbjct 000 L ey 4968
Query 3061 CAGGACACTTCCGTAGACTGTTTAGGTTCCCCTGTCAAATATCAGTTACCCACTCGGTCC 3120
Shjct 000 e 5028
Query 3121 CAGTTTTGTTGCCCCAGAAAGGGATGTTATTATCCTTGGGGGCTCCCAGGGCAAGGGTTA 3180
Sbjct 072 5088
Query 3181 AGGCCTGAATCATGAGCCTGCTGGAAGCCCAGCCCCTACTGCTGTGAACCCTGGGGCCTG 3240
Sbjct D080 e 5148
Query 3241 ACTGCTCAGAACTTGCTGCTGTCTTGTTGC99atggatggaagattygatagatagatag 3300
Shjct DT e 5208
Query 3301 atggccatggatggccatggatgCGCAGTGCCTTGCATACCCAAACCAGGTGGGAGCGTT 3360
Shjct Y40 5268
Query 3361 TTGTTGAGCATGACAGCCTGCAGCAGGAATATATGTGTGCCTATTTGTGTGGACAAAAAT - 3420
Sbjct L4 5328

https://blast.ncbi.nim.nih.gov/Blast.cgi 5/6
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Query 3421  ATTTACACTTAGGGTTTGGAGCTATTCAAGAGGAAATGTCACAGAAGCAGCTAAACCAAG 3480
Sbjct L 7 5388
Query 3481 GACTGAGCACCCTCTGGATTCTGAATCTCAAGATGGGGGCAGGGCTGTGCTTGAAGGCCC 3540
Sbjct D380 i e 5448
Query 3541 TGCTGAGTCATCTGTTAGGGCCTTGGTTCAATAAAGCACTGAGCAAGTTGAGaaaaaaaa 3600
Sbjct D e 5508
Query 3601 aaaaaaaa 3608
Sbjct 5509 ........ 5516

BLAST is a registered trademark of the National Library of Medicine
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2025/11/06 13:10 NCBI Blast:NM_021873:Homo sapiens cell division cycle...

BLAST © » blastn suite-2sequences » RID-GRTOVD03114

BLAST Results
Questions/comments

Blast 2 sequences

Job title: NM_021873:Homo sapiens cell division cycle...

RID GRTOVDO03114 (Expires on 11-07 06:56 am)

Query ID NM _021873.4 Subject ID BCO051711.1
Description Homo sapiens cell division cycle 25B (CDC25B), Description Homo sapiens cell division cycle 25 homolog B (S.
transcript variant 1, mRNA pombe), mRNA (cDNA clone MGC:44614
Molecule type nucleic acid IMAGE:5301205), complete cds
Query Length 3119 See details

Molecule type nucleic acid
Subject Length 3608
Program BLASTN 2.17.0+

Graphic Summary

Distribution of the top 1 Blast Hits on 1 subject sequences

Color key for alignment scores
W <40 W 40-50 W 50-80 W30-200 M >=200
S Qe
1 600 1200 1800 2400 3000
https://blast.ncbi.nim.nih.gov/Blast.cgi
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Dot Matrix View

S

Descriptions
Sequences producing significant alignments:

Description Max Total Query E Per. Accession
Score Score Cover value Ident
Homo sapiens cell division cycle 25 homolog B (S. pombe),
mRNA (cDNA clone MGC:44614 IMAGE:5301205), complete 5733 5733 100% 0.0 99.84% BC051711.1
cds
Alignments

Homo sapiens cell division cycle 25 homolog B (S. pombe), mRNA (cDNA clone MGC:44614 IMAGE:5301205), complete cds

Sequence ID: BC051711.1 Length: 3608 Number of Matches: 1
Range 1: 476 to 3595

Score Expect Identities Gaps Strand Frame

5733 bits(3104) 0.0() 3116/3121(99%) 3/3121(0%) Plus/Plus

Features:

Query 1 AGAGGCTTCCCTGGCTGGTGCCTGAgcccggegtecctegecceecgeccteecegcate 60

Shjct 476 o A e 535

Query 61 cctetecteectegegectggecctgtggetettectecctecctectt-—cecccecee 118

Shjct L L o (P 595

Qgery 119 cccACCCCTCGCCCGCTGCCTCCCTCGGCCCAGCCAGCTGTGCCGGCGTTTGTTGGCTGE 178

Sbjct D00 it 655

CDS:M-phase inducer 1 M E VP

gger\t/ })gg CCTGCGCCCGGCCCTCCAGCCAGCCTTCTGCCGGCCCCGCCGCGATGGAGGTGCCCCAGC %%?1
ct .. 656 ...... T

C85Cell division cy 1 WETYR R

CDS:M-phase inducer 6 NI A

8ger¥ %%g CGGAGCCCGCGCCAGGCTCGGCTCTCAGTCCAGCAGGCGTGTGCGGTGGCGCCCAGCGTC %32
75 T

https://blast.ncbi.nim.nih.gov/Blast.cgi
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HCEFSSERGPRMCREFIRERD

RAVNDYPSLYYPEMYTILK
GTGCTGTCAACGACTACCCCAGCCTCTACTACCCTGAGATGTATATCCTGAAAGGCGGCT }gg%
O S e R R R

Y KEFFPQHPNECEPAQDTYRPM
ACAAGGAGTTCTTCCCTCAGCACCCGAACTTCTGTGAACCCCAGGACTACCGGCCCATGA ;%g%
KRR RN E R YR
NHEAFKDELKTERTLEKTR W A
ACCACGAGGCCTTCAAGGATGAGCTAAAGACCTTCCGCCTCAAGACTCGCAGCTGGGCTG %%;g
N O E T R TR

G E SRRELCSRLAQDAQ

R
GGGAGCGGAGCCGGCGGGAGCTCTGTAGCCGGCTGCAGGACCAGTGAGGGGCCTGCGCCA ]
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