Genome Network Project_Full ~Length cDNA clone

RIKEN Clone ID : IRAK073016

Vector : pBluescriptR

@ Plasmid DNA purification
Date : 180201

Date: (RO >3

Accession No.

Gene Engineering Division RIKEN BRC

Lot#: 7566_A8BB7

Gene ADRAZA
BC035047.1 2410 bp
CcDS 1353 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Date : {80’)—15

DNA concentration (0.D.):

DNA

ng/ul

. b

Enzyme (EcoRI + BamHI ) 0.5+ 0.5 ul

Buffer H

dH,0

3.4 ul

Total

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

< Size of fragment expected from this clone >

EcoRI + BamHI 2.8kb (Vector)

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence
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Date : |§(02 1%
Primer A T7
Primer B Reverse2
Primer C 5
List of http://dna.brc.riken,jp
Sequencing /en/GNPclone3en.ht
Primers ml

EcoRI 5.2 kb

Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg C over night

BamHI 5.2 kb

2.4 kb

(kb)

3.0
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /£022/

DNA (_ 2| ng/uD (0.0 ul
10x TE — ul
dH,0 = ul
Total fo o Ul
@ Shipping

] Conc.: Q;Lﬂg/uﬁ. Volume : 4§ M8

APPROVED BY :

http://dna.brc.rikenj
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pplied IRAK073016_A8B7_T7_A01_01_ABI24 Inst Model/Name 3500/3500 Instrument

Blos
ystems IRAKO73016_A8B7_T7 Feb 14,2018 10:16AM, JST
SIN G:118 A:1111 T:104 C:257  Pyimer A - T7 KB_3500_POP7_BDTv3.mob G L . Feb 14,2018 10:31AM, JST
— - - ray line indicates lit; :
KB.bcp | , Pts 1910 to 8706 Pk1 Loc:1878 = S quality value o 01035 Pts/Panel1350
KB1418 Cap1 5 TAATACGACTCACTATAGGG 3 Version6.0 HiSQV Bases: 670  (QV) < 40. Plate Name: 20180214_GNP
crLGGCC A2TCGG CCGAGCTCG TCGTCG AGIAGCGCATGGGCCGCTAGCC(
i 1. 21 1 11 5l 61 71 101
Bk 1 8035047 1 (1~)"
1034
0 . | /
56 TCC TCCAG TTCGGG CCCGGCCTCCCTGCEGCCCCC TCCCTATG TG 2GCCGCAGCCAGGCG AGCGGGGCGCECGG AGG AAGAGGAGGACCCACGE GCGCLCGGGCEGG GGC-ag
1 121 131 141 151 16l b 5 B 181 191 201 211 221
1034

0 umu_ummmmumnmmmmnm.mu.m.mmummuhh.h ;ﬂummumlmuhdu

3CTGGCAGCAGGCCCAGGCCAGCGGGBCGCCCEGCE TTCATGT TCCGCCAGG AGCAGCCGTTGGCCGAGGGCAGCTTTGECGCCCATGGGCTCCC IGCAGCCGGACGCGGGCAACGCEGA
231 241 251 271 281 291 301 311 321 331

MMWMWMMMMMWMAWMMMMMMMWWMWWA

GCTGG AACGGG 2CCGAGGCGCCGG GGGGCGGCGCCCGGGCCACCECCTTACTCCCTGCAGGTGACGC TG ACGCTGGTGTGCCTGGLCCGGCCTGCTCATGCTGCTCACCGTGTTCG

341 35] 361 ik 381 391 401 411 421 431 441 451
1034
0 A _ /\ ‘ [\
GC!: CETECTCEETCATCATEGCE GTEGT TEAC GAGC CELE TECT.E GG CECCCC ACCTC T TCCTEGEGTEGTCTCTE GECECTCRE GC CGACATCCTG GTGEGEC CACGE TCEGTCE
461 471 481 491 501 5170 521 531 541 - 551 561
1034

o Doy A ) [\ Ao A M0N0

TCCECTTITCTCGETG GCC CGAGGTCATGG GCTACTGG
571 581 592, 601 611 621 631 641 651 661

671 681 691 701 711 721 T3L 741 st
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-; Blosystems IRAKO73016_AB8B7_Reverse2_B01_04_ABI24 Inst Model/Name 3500/3500 Instrument
IRAK073016_A8B7_Reverse2 Feb 14,2018 10:16AM, JST
SING:S0A:79T:51 C:73 Primer B : Reverse2 KB_3500 _PAP7_BDTYS,mob Gray line indicates quality value o0 14,2018 10:31AM, JST
KB.bcp ’ : _ Pts 1873 to 8706 Pk1 Loc:1841 Spacing:10.3 Pts/Panel1350
KB1418 Cap4 5’ GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 704 (QV) < 40. Plate Name: 20180214_GNP
GG G ' CCCTCAC TAARAG GG AAC GCTGGTACCGGGCCCCCCCTCG ARGG ATCAGGCCCTTATGECCEGATCrGCECTGG A
1 11 21 51 kpfhjlel Apal 71 l 91 BomHp 11
\kc ar- et
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0 AWV MM

AGIT TTTTTTO T TTTT ITTGTGAGGCAG GECTCAT ITTACT TATETCTTG BCCACCA T CAT \TATT TACATAGG AMTTATGCTGTTAGG CACAGG AF
161 171 181 201 L]
550315547- 1(~ 24?I1”o)

- WAAﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂAﬂAﬂAﬂﬂaﬂﬂﬂﬂﬂhﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬂﬁﬂﬂﬂﬂﬂﬁﬂﬁﬂaﬁﬂﬁﬂAAAAAAﬂﬂﬂﬂAAAAAAAﬂﬂﬂﬂﬂnﬂﬂﬂﬂﬁﬂﬁﬂﬂﬂﬂﬂAAAAAAAAAAﬂﬂﬂﬁhﬁ&

TGGACAG ! BT T T TTCCETE TCAGS RATCTC AGCAGGTCCGTG TCG AAGGGACAG TCACCAG TTGCTGGEGTG ¥ ACGACG ACATAGAGGGACTTCAT CACCAG
231 241 261 271 281 291 311 321 s
%lﬂmmmwmm an MMMAMWWMWMMMWWMMMMMMMWMﬂMA
CTTGC AT TG C LGGGEGEGCTTGGCCTG CCAGACAGCTGTG TETGLCCTGE AGGEATCETETECE GGCCAGGATTTCAACATCAI G GGCCAAGAGATATGGGGGCCCC
341 361 381 391 401 411 421 431 441 451
mlMMMMMMMMM /WMMMMMMMMMWWMﬁWMMMMMMMMMMWM
0 NW\/}A
TGETGTGCE TATC! TAGTGTZ TP AChGOEGEEE AT G EE AGE BC AG:GT AG R TG CCT TAGCATT TI.T €T TCH p AGAG AG AG GAGTTGGGAATG LG GGG
461 471 481 491 501 511 Sl 531 541 551 561

“ o

TTAGCCAGGGCTAGGTAARACCCCCATCCAT TAACCTT TTGTGAGCCATGCCCT TGT?

531 581 591 601 611 621 631 641 651 661
831
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671 681 691 701 711 721 731 741 751 761

831

0

T2
831
0

Printed on: Wed Feb 14,2018 11:04AM, JST Electropherogram Data Page 1 of 1



