Genome Network Project_Full ~Length cDNA clone

RIKEN clone ID: IRAKO73C14

Vector : pBluescriptR Gene] CUGBP2
Accession No.] BC036391.1 1975 bp 1..1975
cDS 1566 bp 169..1734
@Plasmid DNA purification
Date : || (0 31 Culture :LB (100 ug/ml Ampicillin) _5 ml —37°C O/N
Date : (| 11 (] Purification : QIAGEN Miniprep kit—dH,0 100 ul
@Digestion by restriction enzyme / Concentrarion calibration
Date : [ 11O _
DNA concentration (0.D.).___ 210 ng/ul
DNA 0.9 ul
Enzyme (Sac I +Kpnl) 0.5+0.5 ul
Buffer L 1 ul
dH,0 7.5 ul
Total 10 ul
Erectrophoresis: 1% agarose gel, 1 X TAE Buffer
Marker: 2-Log DNA Ladder (NEB#N3200L) -
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<{Expected digestion pattern from BC036391.1> o
e

2862, 1158, 788, 157 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : [[(( 07 Shipped : 25 ng/ul, 40 ul

‘Final concentration: 25 ng/ul |

DNA (_240 ng/u)
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Applied

Inst Model/Name 3500/3500 Instrument

IRAKO73C14 T7 1 _A11 02
i ms — AT
Bi Om<m.nm IRAKO73C14_T7_1 Nov 09,2001 09:59AM, JST
S/N G:44 A:95 T:43 C:65 KB_3500_POP7_BDTv3.mob Nov 09,2001 10:25AM, JST
KB.bcp Pts 1365 to 12293 Pk1 Loc:1342 Spacing:10.99 Pts/Panel1350
KB 1.4.1.8 Cap:2 o Version 54 HiSQV Bases: 945 Plate Name: 20111109_DNAbank_GNP
ITT CT1 CAGAGATG G A G CGC ICITC G TATAG CATACAT TATACG AAGTTATG G ATCAGGCCAAATCGGCCGAGCTCGARTTCGTCG AGRGCGG
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GG TGCCG GCTCGGCGGCCGCCGGGEGGAGGCCGC GCGCACC TG TCCCTGCCCGTCTCGCGCCGCCCGCGGCCGCTCGGRCGCGCGCC] GCCECCCCGCCECTGEC CGC(
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GCTTTGGATCACTCAG!? C G 3 TGTTTGTCGGAC AGATCCCCCGG TCATGGTC \GCTG? ETTTIT GRGEGT: CGG Omn.
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TrCCTCCGGGACCGGAGTC \AC " GCAGAGTAAAGGTTGTTGTTTCGT CAT TTTATACARA GE MAGCTGCACTTGAG GC GAATGC A(
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Applied IRAKO73C14_Reverse2_1_B11_05 Inst Model/Name 3500/3500 Instrument

w_Om%m.nm:._m IRAKO73C14_Reverse2_1 Nov 09,2001 09:59AM, JST
S/IN G:243 A:148 T:143 C:129 KB_3500_POP7_BDTv3.mob Nov 09,2001 10:25AM, JST
KB.bcp Pts 1445 to 12492 Pk1 Loc:1422 Spacing:11.11 Pts/Panel1350
KB 1.4.1.8 Cap:5 Version 5.4 HiSQV Bases: mw._ Plate Name: 20111109_DNAbank_GNP
CAAC GT C T(GTTATC GCC GCTCG AATT!: CCCTCACTARARAG GG CAT GCTG GT2CC G .Dq CEEBCEE TG GGITCAGGCCCTTATGGCCGG _Om.mn c _m..._
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TGT FAACCGTCTCTCTTGGTARRAGTT GGCAATGTGGTCCTCC TCTGCCTTCCCTGTTEGAGACAGGCTGGCTCGTG GG ACT TACCCTAAG GCT FGAGAGC
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