Genome Network Project_Full ~Length cDNA clone

RIKEN_Clone_ID : IRAKO069K18

Vector : pCMV-SPORT6 Gene | KHDRBS3
Accession No. | BC032606.2 | 1629 bp 1.1629
cDS 1041 bp 412.1452
@ Plasmid DNA purification
Date: (206149 Culture : LB (100 ug/ml Ampicillin)_5 ml -=> 37°C O/N

Date: (20L2C

@ Digestion by restriction enzyme/Concentrarion calibration

Date: | 20620

Purification : QIAGEN Miniprep kit —=> dH,0 100 ul

DNA concentration (0.D.);__ 17 ng/ul

DNA 0.3l
Enzyme (EcoRI + Xhol) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.9
Total 10 ul

Erectrophoresis : 1% agarose gel,

Marker : 2-Log DNA Ladder (NEB#N3200L)
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{Expected digestion pattern from BC032606.2 >

4339, 1672 bp
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@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

1x TAE Buffer
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Date :1206.26 Shipped : 25 ng/ul, 40 ul
DNA (_'\7 ng/ul) g5.0 ul
10x TE 398 ul
dH,0 273.0
Total 397.8 ul




Applied

w_0w<m~03m IRAKO69K18_Reverse2_E12_15 Inst Model/Name 3500/3500 Instrument
IRAKO69K18_Reverse2 Jun 21,2002 09:14AM, JST
S/N G:85 A:34 T:34 C:50 KB_3500_POP7_BDTv3.mob : Jun 21,2002 09:40AM, JST
KB.bcp Pts 1384 to 12877 Pk1 Loc:1361 Spacing:11.44 Pts/Panel1350
_Am 14.1.8 Cap: 1_m . ) - .<wqm_o= ma _._._mmu< Bases: fm. B ) - _u_mﬁm Zmz,.m No‘_mommk_ |02_u
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GTGGGGGCGGCGCGCGGCG TGCAGGT CGCAGC TGTG GCTCG GGTGC TG GO GGTGCTGGCGGGACTGGCGGGGATCGCCG TGGACTGCC TCAGGGGCGC CGCAGCOCGCTC
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1226
0 b

343 352 361 370

1226

CGGTCGGTT ﬁ..,?m‘ CCCCG T m..._ﬁ.mf GC ..\mﬂ.nmr. CTTCC

>CCGGCT _.mm._.,.,;_m.,., TGCTGCCGCGTCTGGCCCCCGGGTCCCCGC O,} ﬂﬂﬂﬂﬂ:ﬂ}ﬂﬂ@)ﬂ ODO
379 388 397 406 415 424 433 442 .um

LA A A Y

GGGGGTTGCCGGGCGCCECCCCeo S GCC TGGAGTCCACATCC CGEGCCCGGCE GCCGGCG AGE
i1 460 469 478 487 496 505 514
1226
613
0 Ll Ly J A'A L
IGGACCCCTCCTTCACGCACGCCCTGCGCCT OO 'G CC
568 577 586 595
1226
mpw

A MM AN M AN A AN~

_u::.ma on: Fri Jun 21,2002 11:52AM, JST
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Applied

» Biosystems IRAKO68K18_M13(-40)_F12_18 Inst Model/Name 3500/3500 Instrument
Y te IRAKO69K18_M13(-40) Jun 21,2002 09:14AM, JST
S/N G:154 A:116 T:163 C:114 KB_3500_POP7_BDTv3.mob ) Jun 21,2002 09:40AM, JST
KB.bcp Pts 1376 to 13227 Pk1 Loc:1353 Spacing:11.58 Pts/Panel1350
_Am 1.41.8 @.m_.“.."._m o - Version m.a _.__mo< _wmmmm wom - ~ Plate Zm_.:o. m.ol_momml_ GNP
CCG CiE G (C 1AGC TTAT A TACGACTCAC TATAGG G IC(ACT T TG T CAAGANAGCTG GGTACGCGTAAGCT TG G GCCCC TCEAGGG ITACTCTA G GCGGCCGCCCITT
g 10 19 28 37 73 ppal vm_.m.u 1 ypa 1 roeﬁu. 1
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497 . | 53 _. 5 ,
TTTTTTTTTTTTTTCT GCCCAG G T T CAAC . CCATTC I TTGTTCATAG
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TTTGAAC TAC? CTGG TGGAGAT® TTTC c c “AAT C TCTGCCATATGGCTGGTCTCTGTAGACGCCCT 1 TGT CCTCGC
226 mum 244 253 Nmm 271 wwo Nmo 298 307 316 325 334
994
e W awaglaal »: W | » : _: : :_::
o WALV AV WAV . » E:E s :: ::r. | : :: \ : . L VU
FGAAGGTGCCTTGTGTCTTGAGTTAGTCCACTCTTCTT GC CC GT \AT C2 TGAGTCCATG" re CCACTTTGGGC TGGGG T,
343 352 361 uqo wqm wwm 397 406 bpm Sh_ 433 442
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GTCATATTC TCC GTCTCTTGT GTCGGGGGTGGCGGTGGAGGTC
514 523 532 541 550 559
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TGTACCCAGTTGGGGGGACTCCTCTTGCTCTGGGAGTGAG TCCCCGACTCACT GGCCCTCGGGTGGACAG GACTC CTCTGG GAGTTG GCGTCCCTCGTG GT
568 577 586 595 613 622 631 640 649 658 667
994
497 . )
o A N R MNP AN M

Printed on: Fri Jun 21,2002 11:52AM, JST | Electropherogram Data Page 1 of 2



