Genome Network Project_Full ~Length cDNA clone

RIKEN_Clone_ID : IRAKO68N20

Vector : pCMV-SPORT6

@ Plasmid DNA purification
Date: {40729

Date: ({0730

Gene Engineering Division RIKEN BRC

Gene

Accession No.

SLC7A10
BC035627.1 1940 bp
CDS 1572 bp

@ Digestion by restriction enzyme/Concentrarion calibration

%24 ng/ul

Date : ‘ qD ‘75 0
DNA concentration (0.D.):
DNA 0.3 ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 [, 7 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence

Date: [908( 1
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Primer A Reverse?2
Primer B M13
Primer C poly(A) region primer #0
List of http://dna.bre.riken.jp
Sequencing /en/GNPclone3en.ht
Primers mi

Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

< Size of fragment expected from this clone >

EcoRI 6.3 kb
Xhol 6.3 kb )
EcoRI + Xhol 4.3kb (Vector) 2.0 kb
(D:Marker
® 20 @0 ®:uncut
@:EcoRI
@:Xhol

(®):EcoRI + Xhol

@ Adjust plasmid DNA solution to 25 ng/ul

Date : (40801

DNA ( 32Y% ng/ul) 7{.0
10x TE op. ¥ ul
dH,0 §/0.5 ul
Total C[le‘ 1 ul
@ Shipping

dConc. 25 ng/ U Q.  Volume: 4Q (2

Lot#: 7893 _A9Gh

13 8.01

APPROVED BY :

http://dna.bre rikefdprindexhtmi



N5 Applied
a.*@Blosystems 7893_IRAK068N20_A9Gh_TR2_Reverse2_ A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument

7893_IRAKOB8N20_A9Gh_TR2_Reverse2 Aug 01,2019 09:39AM, JST
SIN G:120 A:88 T76 C:2206  ppio. A - Reverse? KB_3500_POP7_BDTv3.mob Gray line indicates quality value ‘Ug 01:2019 09:54AM, JST
KB.bcp Pts 1685 to 8666 Pk1 Loc:1653 acing:10.48 Pts/Panel1350
KB14.18 Cap1 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 721 (QV) < 40. ate Name: 20190801_GNP
GCAGGCTGGTACCGGTCCGG TTCCCGGG TGGGCCGTG. GCTCACGG ACCG ACGG ACCG A¢
1 i 27 31 41 51 1 71 81 91 101 111
Kpm1 EcoRL S¥ul
1254 S BC035627-1 (1~
0 ,

CGGGCGGCCGGCLCGG ACAG ACGGGGCAGCGCAGGE AGCGGGGE ACGCGGCGEGGG ACAGCG ACATGGCCGGCCACACGCAGCAGCCGAGCGGGCGCGGE CCCCAGGCCTGLCGCCCQ

. JmhnhnMnmmumhhmnluhmnhmlmhmhmmlmmhhmmmxhmmluhun

1254

B hnnhnnunnhhuuunhﬂhhJuunhuuuuhdhhunuhnhundnnuhuuhnhnuuhhuu

TCTTCARCICGECCC GGGGGTCCTGGAGCACTCAGGCTCCGTGGGTCTGGLCCC TG TTCGTCTGGGTCCTGGGTGGGGGCGTG ACGGCTCTGGGCTCCC TCTGCTATGCY
1 351 361 371 381 Sh1 401 411 421 431 441 451

1254

o | I

GAGCTGGGAGTCGCCATCCCCAAGTCTGGCGGGGACTACGCCTACGTCACAGAGATCTTCGGGGGCCTGGCTGGCTTTCTGCTGCTCTGGAGCGCCGTCCTCATCATGT
461 471 481 491 501 1l 521 531 541 551 561

1254

o PNV W oo Ve e e

CCCCACCAGCCTTGCTGTEATCTCCATG ACCTTCTCC CTACGTGOCTGCAGCCCG TG TTEC CCAACT,
571 581 591 601 611 621 631 641 651 661

1254
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7893_IRAKOB8N20_A9Gh_TR2_M13(-40)_B01_02_ABI0O8 Inst Model/Name 3500/3500 Instrument

7893_IRAKOB8N20_A9Gh TR2_M13(-40) Aug 01,2019 09:39AM, JST
SING30A43TA49C72  pu 1 M3 KB_3500_POP7_BDTv3.mob Gray line indicates quality value " 012019 09:54AM, JST
KB.bcp Pts 1678 to 8704 Pk1 Loc:1646 1cing:10.49 Pts/Panel1350
KB1.4.1.8 Cap2 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 8.0 HiSQV Bases: 232 (QV) < 40. ate Name: 20190801_GNP
CTTTEG TACAAG GCTGGGTACGCGTAARGCTTGGGCCCC TCG AGGGITACTC TAGAGCGGCCGCCcTTTT T
1 10 19 28 37 46 55 Flul Hind 13 AP“I )?7101 91 qul 10041 1 109
1026 Vecloh €——
l l lu
0 v ' _ A I N\/\M
o ol e e e el o o o vl ol o o o e i e o o o o o ol s o ol o e o o o
118 127 136 145 154 163 172 181 190 199 208 1% 22
1026
513
o AMAAMAAAAMAMARAMAMAANMAAMAAARANAARAARAANNANAARAANAN
6 235 244 253 262 291 280 289 298 307 316 325 334
1026
B3 _ .
0 ' ;
343 352 - 361 370 379 388 397 406 415 424 433 442 451
1026
513
0 —
460 469 478 487 496 505 514 38 532 541 550 559
1026
513
0
568 577 586 595 604 613 622 631 640
1026
513
0
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pplied

Blosystems 7893 _IRAK068N20_A9Gh_TR2_GNP Mixture_C01_03_ABIO8 Inst Model/Name 3500/3500 Instrument
7893_IRAK068N20_A9Gh_TR2_GNP Mixture Aug 01,2019 09:39AM, JST
SIN G:53 A:57 T:45 C:85 Primer C : Poly(A) reg : KB_3500_POP7_BDTv3.mob or s : Aug 01,2019 09:54AM, JST
gion primer #0 - — — Gray line indicat

KB.bcp T i Pts 1701 to 8596 Pk1 Loc:1669 ¥ indicates quality value p,no1047 Ps/Panel1350
KB1.4.1.8 Cap:3 TTTTTTTTTTTTTTNNN § Version 6.0 HiSQV Bases: 707 (QV) < 40. >late Name: 20190801_GNP
GCAG GG CAGTGCT GACAGG CCCAG TCCACATTTT GGGCTTCC T CAGE CTTETGAG AGTCE GTATCTTIT-TTTCT

i 11 21 3l 61 101 133
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