Genome Network Project_Full —Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAK064008 Lot#: 7893 B1Gj
Vector : pPCMV-SPORT6 Gene SIAH1
Accession No. | BC035562.1 1540 bp
cDS 849 bp
@ Plasmid DNA purification
Date: 21.07.19 " Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date : 2.1 O7~?-D Purification : QIAGEN Miniprep kit > dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date 2407, 2D

DNA concentration (0.D.): 2t g ng/ul

< Size of fragment expected from this clone >

DNA M ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 5.9 kb
Buffer H 1 ul Xhol 5.9 kb
dH,0 YN EcoRI + Xhol 4.3kb (Vector) 1.6 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer (D:Marker
@:uncut
Marker : 2-LL.og DNA Ladder (NEB#N3200L) @):EcoRI
@:Xhol

(®):EcoRI + Xhol

(0

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 2]»0’_(\28

@ Confirmation of the insertion sequence DNA ( 7*LPQ ng/ul) ?7‘, 0 ul
. 10x TE 42.2
Date : 2].07.2¢ dH,0 42 ul
Total 4324 ul
Primer A Reverse?2
Primer B M13 @ Shipping
Primer C poly(A) region primer #0
List of http://dna.brc.riken.jp Conc.: 295 ng/ U @ Volume : 4 Q
Sequencing /en/GNPclone3en.ht
Primers = ey

APPROVED BY :
http://dna.brc.rikendprindexttmt




A’i«% gP s;lllsegm . 7893_IRAK0B4008_B1Gj_Reverse2_DO03_12_ABI24 Inst Model/Name 3500/3500 Instrument
7893_IRAK064008_B1Gj_Reverse2 Jul 21,2021 10:21AM, JST

S/N G:771 A:696 T:466 C:73€ Primer A : Reverse? KB_3500_POP7_BDTv3.mob Gray line indicates quality value Jul 21,2021 10:36AM, JST
KB.bcp Pts 1725 to 8705 Pk1 Loc:1693 : Spacing:10.64 Pts/Panel1350
KB 1.4.1.8 Cap12 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 686 (QV) < 40. Plate Name: 20210721_GNP

\ tGTTTG'ﬁ-C-'-.' AGCAGG CTGG TACCGG T CCE G ARTTCCCGGG NGTCCLCGTCEGGBGTCTEG BGCEBELE GG LGAG G
1 11 21 31 ) 51 T—“l 81 91 101 1]
atthi kpn'L EwR] Smal
1118

Vectar —1—5 BC035562-1 (1~ ~ )
559 _
o T i

CGGTGGCGCTGCCCGCGGTGGCGGGGGTTGGCGACGGAGCGCG TTGGTGCCAGG ACCGGGGTCCGAGGCGCGC TCTCCGCCCACAG ATGAGCCGTCAGACTGC TACAG CAT
L1 121 131 141 151 161 171 181 191 201 211 221

" oot bt il

TACCTACCGGTACCTCGAAGTGTCCACCATCCCAGAGGGTGCCTGCCCTGACTG GCAC CTGCATCCAAC TGACTTGGCGAGTC T TTTTGAGTGTCCAGTE TEC T TT GACT
231 251 261 271 281 291 301 311 321 331

T

TGTGTTACCGCCCATTCTTCAATGTCAGAGTGECCATCT TG TTTGTAGCAACTGETCGCCE AGCTCACATGTTGTCCAAC TTGLCCHGGGCCCTTTGGEE ATCCATTCGCAADT 1
341 551 361 371 381 391 401 411 421 431 441 451

1118

> \ | |

GGCTATGGAGAAAGTGGE TAATTCAGTACTT TTCCCC TG TAAATATGCGTCT TCTEGGATGTGAAATAACTC TGCCACACACAGARARAGCA GACCATG AGRGCTCTGTGAG]
461 471 481 491 501 511 2210 531 541 551 561

1118

il O A it

TTAGGCCTITATTCETGTCCGTGCEET GGTGCTTCC TG TARAT GG GGCTCTCTGG
571 581 531 601 611 621 631 641 651 661 671

1118

o o A b e e o
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Jﬁ;§$ pplied
Blosystems
SIN G:34 A:65 T:51 C:42

KB.bcp
KB 1.4.1.8 Cap:15

Primer B : M13
5 GTTTTCCCAGTCACGACGTTGTA 3

7893_IRAK064008_B1Gj_M13(-40)_E03_15_ABI24

7893_IRAK064008_B1Gj_M13(-40)
KB_3500_POP7_BDTv3.mob
Pts 1713 to 8705 Pk1 Loc:1681
Version 6.0 HiSQV Bases: 185

Inst Model/Name 3500/3500 Instrument
Jul 21,2021 10:21AM, JST

Gray line indicates quality value Jul21,2021 10:36AM, JST
Spacing:10.81 Pts/Panel1350

(QV) < 40. Plate Name: 20210721_GNP
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{G :

GCTGGGTACGCGT

AGCTTGGGCCCC TCGAGG G TACTCTAGAGCGGCCGC|ICCT TTTTTT
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pplied . .
A% & osystem " 7893_IRAK0B4008_B1Gj_GNP Mixture_FO3_18_ABI24 Inst Model/Name 3500/3500 Instrument

7893_IRAK064008_B1Gj_GNP Mixture Jul 21,2021 10:21AM, JST
SING:26 A:38T:23C:28  pyimer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Jul 21,2021 10:36AM, JST
KB.bcp : Pts 1728 to 8705 Pk1 Loc:1696 Spacing:10.66 Pts/Panel1350
KB1.4.1.8 Cap:18 5 TTTTTTTTTTTTTTTTTTTTVNN 3 Version 6.0 HiSQV Bases: 656 @QV) < 40. Plate Name: 20210721_GNP

ATTAGC TACA CAC A AAT GC‘C'C'GC GCACTATGTATTG ACT CAC? GG GAAAAGCAGTGGCCCATG ACCACTC

il 11 21 31 41 51 101 111

1284

BC03552. 1 ( ~ |441)
- MWWMWMMWMMNMMMMMMMMM

ARG ATGECTTGTCAG TT? GGARARAAF : CACGCACACACCCACGCAGGCAGCACACTCCCACGCAAR - CTTTTTCAACHPH TCAAT CTAC
120 131 141 151 161 171 181 191 201 211 221

1284
642

MMA/\/\AAMAAMMMMMMMMMMAMMMMMMMAAMN\AMAMMMMMMMAMAMMMW&MMMMMANWAMAMAM

\CTCAGAATTATTTTAC TGCTTCCTTTCTTAATA AAAGATGCCCATCTTGGGTIGTATATACATA TATTTTTTCAGTGGTTTIACTGTTGACTTAT TTT T/
231 241 251 261 271 281 291 301 311 321 331 341

1284

i~ MMAMWMNWMAMNMMMMMMMMMMWWWWMMAMWWMMWWW

TGT-TAC TACAT GC CTGTTTCCTGTAT TTAACAGCC TTTCTT T TTATTTACC T TCATGTGT CTAGC TTCCACC TACCGAAAGAGTTTT GGTTGGCAGACAGATGGGTGCC
351 361 371 381 391 401 411 421 431 441 451

1284

‘g MMAMMMWMWMWMWMWMMWWMMMMWMM

TTATTTTCT GTGAAACTGAAGTTTITAAACACT GGC CA GAAARTGTT TCATTGCCATTT CAACA GTTACAT I'GATGCE TAAATTGCCAT T T'TC TGCA
461 471 481 491 501 811, 521 531 541 551 561

1284
642

0 WWWWWMMW@MMMMWMMWWMM

IGTGCAAT G
571 581 591 601 611 621 631 641 651 661 671 68!

1284
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