Genome Network Project_Full —Length cDNA clone

RIKEN_Clone_ID : IRAK064L16
Vector : pPCMV-SPORT6

Accession No.

@ Plasmid DNA purification

Date : 21.02.09

Date:z[.02.0

Gene Engineering Division RIKEN BRC

Lot#: 7893_B1B9

Gene OKL38
BC032476.1 1766 bp
‘CDS 1434 bp

Culture : LB (100 ug/ml Ampicillin) 5 ml —=> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 2/.02.(D

DNA concentration (O.D.): 339 ng/ul
< Size of fragment expected from this clone >
DNA 0.2 ul
Enzyme (EcoRI + Xhol ) 0.5 + 0.5 ul EcoRI 6.1 kb
Buffer H 1 ul Xhol 5.6, 0.5 kb
dH,0 7.7 ul EcoRI + Xhol 4.3kb (Vector) 1.3, 05 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer (D:Marker
@):uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) EcoRI
(kb) @:Xhol
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@ Confirmation of the insertion sequence

Date : 21,0218
Primer A Reverse?
Primer B M13
Primer C =
List of http://dna.brec.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 21, 02 lc’

DA (279 aerild 90.0  ul
10x TE /22,0 ul
dH,0 /008 4%l
Total /220, % ul
@ Shipping

MConc. 25 ng/ 1 Q. Volume : 40 u @

APPROVED BY :

http://dna.brc.rike; :._jp index-htmi



Applied 7893_IRAK064L16_B1B9_Reverse2_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument

Blosystems 7893_IRAKO64L16_B1B9_Reverse2 Feb 16,2021 09:47AM, JST

S/N G:94 A:105 T:70 C:131  Primer A : Reverse2 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Feb 16,2021 10:02AM, JST
KB.bcp . _— Pts 1762 to 8704 Pk1 Loc:1730 @V Spacing:10.98 Pts/Panel1350
KB14.1.8 Cap:1 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 680 QV) < 40. Plate Name: 20210216_GNP
. AGTTTGTAC GCAGGC TG GTACCGGTCCGEAATTCCCG GG 2Tlcac GGGT'_TGGGTGTCCCG TG T CA Cy
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FG6GGEG ACTETE TG ATCC GT G TICCCCTGRACECT COTAG TEEAC CTTGGCCEGGCTCALTGGGCTCCTGCACCACTGCCTG TCAGGETCCGE TG CCAG CT CC GCCCCCCAC
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CAGCCATGAGCTCCTCLAG AGGACCACCTCGGCGCCAGCAGCTCAGAGCCCC TCCCGGTCATCATTGTGGGTAACGGCCCCTC TGGT ICFGCCIGICCT‘ CETGECTCTCCE
231 241 251 261 271 281 291 301 ST 321 331
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GCTACACACCC TACACGAAGCCAG TGCCATCCACCCACACCCCCTGCTGCAGAGG AAGCTCACCGAGGCCCCGGGGGETCTCCATCCTGGACCA GG CCTGGACTACCTGTCCG

341 351 361 370 381 391 401 411 421 431 441 451
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\EGCECTCCAAGRBCCBATECCA \GICCCEGTEGCCETGCTCTTTG TGLLCTTCTACGECCCAG ACACAG CTTTG GGGBGAI CATGAAGTCGGTCCTCACCTGG GCACCG
461 4TL 481 491 501 511 521 531 541 551 561
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Applied 7893_IRAK0B4L16_B1B9_M13(-40)_BO1_02_ABIO8 Inst Model/Name 3500/3500 Instrument

iosyst
BIOSY ems 7893_IRAK064L16_B1B9_M13(-40) Feb 16,2021 09:47AM, JST
SING:69 A:68 T:50C:85  Primer B : M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Feb 16,2021 10:02AM, JST
KB.becp = - Pts 1747 to 8704 Pk1 Loc:1715 Spacing:10.97 Pts/Panel1350
KB1.4.1.8 Cap:2 5 GITTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 655  (QV) < 40. Plate Name: 20210216_GNP
: CTTTGTACRAG GCTGGGTACGLCGT GCTTGGGCCCCI‘CG GGG AT 7CTCT G GCGGCCGCFTG”‘T CE§
1 11 21 33, 41 51 61 MAZE Himd & ﬂal “Xhol o Xbalol  pptl 1h
1002 ctor
0
CC.TCAGACACTGGT CTAAGTCCAGGGCAGCC TGGGATCCCTACTCCTCTT G ACCCCE GGCCAGC CGTGCGGCTGACACCCCTCCCCGGGGECATCTT TG GACGEGETCCTS
151 161 E7 181 191 201 211 221 2

BC032476.1 (~ IT60)
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CATCCAGCAGGEGE ATET GG TCATCTECETECTETCAGGGRCLE TG 66 A8 CCABCG GG TCTREECE GTGT AGEETGEGC TTCCTG GTC TEECT TCCTTAGCAG GG ] GCTGGCCACAG
241 251 261 271 281 291 301 311 321 331 341
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GEEGECEEECTGCEATE ACCTCACGAAGTTGTCCCCGGCCAGCGGCCCC TGGCGTACAGGCCCTECTGGEGBGTRCTOTE GTAGCGT 6 GGGGTCCACGTC TGGGC
351 361 37, 381 391 401 411 421 431 441 451
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TEECTETITGER GETCAGEG GO TG ETEAG G AT EAC T GC \G TCAGCCCC TG CCCCAGGCAGG AAGGAGAGGTC GG GG TGG CAGCCCATE W GGACCAGCACCAGGG AG AC!H
461 471 481 491 501 511 521 531 541 551 561
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Z BE CACCTTCTCGACACCCTCGAGGTCCT GG CACGEE ETEGEGEAGTE T'Y'EE T &
571 581 591 601 61l 621 631 641 651 661 671
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