Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAK064I15 Lot#: 7893 B2Df
Vector : pPCMV-SPORT6 Gene CLDN19
Accession No. BC030524 .1 1616 bp
cDS 636 bp
@ Plasmid DNA purification
Date : 22.0F (8 Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date : 2.2 .04 (Y Purification : QIAGEN Miniprep kit > dH,0 100 ul

® Digestion by restriction enzyme/Concentrarion calibration

Date : 22 .0%_ {C]

DNA concentration (0.D.): 253 ng/ul
< Size of fragment expected from this clone >

DNA O.% ul

Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 6.0 kb

Buffer H 1 ul Xhol 6.0 kb

dH,0 7.6 ul EcoRI + Xhol 4.3kb (Vector) 1.7 kb

Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer (M:Marker
@:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) ):EcoRI
{kb) @):Xhol
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 22,0422

@ Confirmation of the insertion sequence DNA (9,63 ng/ul) JOD 0 ul
10x TE Y90 y
Date : 29 .04. 22 dH,0 7[3,5 ul
Total 370‘ 5 ul
Primer A Reverse2
Primer B M13 @® Shipping
Primer C poly(A) region primei #3).

List of http://dna.brc.riken,jp dl Conc.: 29 ng/ 4 Q, Volume: 4Q p @

Sequencing /en/GNPclone3en.ht

Primers m’ Feorcr—=mngilfi-lr—volume—===pt:ll

APPROVED BY :
http://dna.bre rikerdprindexttmt
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O Bi osy stems 7893_IRAKO64115_B2Df_Reverse2_E03_05_ABI08 Inst Model/Name 3500/3500 Instrument
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Applied

- 7893_IRAKD64115_B2Df_M13(-40)_F03_06_ABIO8 Inst Model/Name 3500/3500 Instrument
Biosystems 7893_IRAK064115_B2Df_M13(-40) , Apr 20,2022 11:09AM, JST
SING0AI3TA1C:18 pri o B : M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value _ APr202022 11:26AM, JST
KB.bcp ] Pts 1643 to 8704 Pk1 Loc:1611 Spacing:10.95 Pts/Panel1350
KB14.18 Cap 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 474  (QV) < 40. Plate Name: 20220420_GNP
CGTAAGCTTGGGCCCCTCGAGGG/TACTCTAGAGCGGCCGC|CCT TTTTT
L 9 17 25 33 41 49 57 65 Bnd T /’-\Pmm Xho1 8¢ 3(7!?01 wt1 113
864
432
0 L A AL NGRS )
TTTTTTTTITTTTTTTTT TTTTTTTT GGGGCT GGATGTTCAC TTCTC TTTC CAZ TATGAAACACACAGTCTAGGTAT GGCAGGGGACAGAGCCTGGCTGGGG ACTGG
121 129 145 153 161 169 185 19 201 209 217 225
864
“l“l“lm“““ml W “““ﬁ Jallly e A A
0 “‘ ( AA-“! l !t ‘l‘ ‘ IAMI A‘ “A -.& Al A ‘.._,& Al ‘AAA. NARLL:
ACATTACACACCCAGGGGGCCCTTGGCGGAGGCGGGCAATT TARCAACTG GTCT GAAAGTCAAAAGAGAGAGAGCTGGTTAGT GGAGTGAGCTGTGGGGTCGGGGGCAGGGGE T
233 241 249 257 265 273 281 289 297 305 313 321 329 337
864
e T LN HH Il l
0 .lu..u-L.h AA ,.A'_.a.\.l,,a.“l.l._ll_ L.l AARATARIAS A AR ‘ ‘ u n.n... A. u ;“ ,
GTGCATTCAGGCCCGGACATGGGTACTGGC CAGCGTGGCCAGACCTTGGECETCACAGCAGCCCTG CCTGGGGCCCATTCCCGGGGGCAGGGE
345 353 361 369 377 385 393 401 409 417 425 433
864
= Nl U lh A mm m NU Al
: a . .u l At L Hmw LA
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ég?y«ﬁgms 7893_IRALO64115_B2Df GNP 32_A06_03_ABI24 Inst Model/Name 3500/3500 Instrument
7893_IRAL064115_B2Df GNP 32 Apr 21,2022 02:44PM, JST
SIN G:88 A47T:46 C:78  Primer C : Poly(A) region primer # 32 KB_3500_POP7_BDTV3Mob (.. Jine indicates quality value Apr 21,2022 03:01PM, JST
KB.bcp s Pts 1796 to 8706 Pk1 Loc:1764 Spacing:11.49 Pts/Panel1350
KB14.1.8 Cap3 5 TTTTTTTTTTTTTTTTTTTTGEG 3 Version 6.0 HiSQV Bases: 558 (QV) < 40. Plate Name: 20220421_mix
AR GTCTAGGTIATGGCAGGGEGACAGAGCCTGGCTE GGG ACTG G ACATTACACACC CAGGG GG CCCTTGGRCE GGCGGGC
: 1. 21 31 61 91 101 111

~f538’
s BC030524 1. (~153¢)

= mmmhmhﬂ.t.ulumummuhmmmuuuAhhmlMMuhm

LA CTGGTCTG GTE Al GAGAGAGAGCTGGTTAGTGGAGTGAGCTGTGGGGTCGGGGGCAGGGG CTGTGCATTCAG GCCCGG ACATEGGTACTGGCC \GCGETGGC
141 151 161 171 181 191 201 211 221

B MMAMA/\A/\M/\MN\/\A b ot

CAGACCTTGGCCCTCACAGCAGCCCTGCCTGGGGCCCATTCCCG GGGEGCAGGGGCGCCATGGETCCGACCTCACE TCTGTGTAGGTG GCCCCCAGCCCTGGGCGCACTGG AAGA

231 247 251 261 271 281 291 301 311 F21 331 34
1044
MV il |
TGAGACCT CTCAGACCC T TCCCTGETE T T ETE] CETTE AGCATECCE GEACTE CECTTGE TGE GEGTTECET &7 GGAGCCCATGGGACTGGGGAGGGTG GGT1T
1 351 361 3771 381 391 401 411 421 431 441 451

1044

- Y o g WYy % |

TCT GCTCACCEC GG ACCTGGG

461 471 481 491 501 511 521 531 541 551 561

1044
o el
0 ;
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