Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAKO63P13 Lot#: 7566 B1Cf
Vector : pBluescriptR Gene Cl4orf24
Accession No. | BC029559.1 724 bp
cDS 642 bp
@ Plasmid DNA purification
Date : 2(.03. 16 Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date : 21.03,17 Purification : QIAGEN Miniprep kit —=> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date:leoax\q

DNA concentration (0.D.):__ 203  ng/ul
< Size of fragment expected from this clone >

DNA 0.9 ul
Enzyme (EcoRI + BamHI ) 0.5 + 0.5 ul EcoRI 3.6 kb
Buffer H 1ul BamHI 3.6 kb
dH,0 7.5 ul EcoRI + BamHI 2.8kb (Vector) 0.8 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer VDB @ 6 (D:Marker

@:uncut
@):EcoRlI
@:BamHI
®):EcoRI + BamHI

Marker : 2-Log DNA Ladder (NE_B#N3200L}

@ Adjust plasmid DNA solution to 25 ng/ul

Date :21. 03,25
@ Confirmation of the insertion sequence DNA ( 203 ng/ul) o ul
10x TE 64.2 ul
Date : )|, 0?./‘1 dH,0 29,8 ul
Total §§2.0 ul
Primer A T7
Primer B Reverse2 @ Shipping
Primer C -
List of http://dna.brc.riken,jp Conc.: 29 ng/ 4 @,  Volume : 40_!4 2
Sequencing /en/GNPclone3en.ht
Primers mli | ESommm A PR oty

APPROVED BY :
http://dﬂa.brc.rike I.jp.n indexhtmi




lied
Blg?ystems

S/IN G:33 A:48 T:22 C:29 Primer A: pOTB7-F

KB.bcp
KB1.418 Cap:19

5 AACGCGGCTACAATTAATACATAACC 3

7566_IRAKO63P13_B1Cf_T7
KB_3500_POP7_BDTv3.mob

Pts 1702

Version 6.

to 8707 Pk1 Loc:1670
0 HiSQV Bases: 673

7566_IRAKO063P13_B1Cf_T7_G01_19_ABI24

Gray line indicates quality value

(QV) < 40.

Inst Model/Name 3500/3500 Instrument
Mar 18,2021 02:13PM, JST
Mar 18,2021 02:28PM, JST

Spacing:10.41 Pts/Panel1350

Plate Name: 20210318_GNP2

gk 14, Z1

940
470

31

TACAT TATACG

41

51

GTTATGGFfTCAGGCCA

ATCGGCC(WAGCTCGAATTCGT CG-G:GCGGGCGGCGCGCGGCGGGCG

61

byl

SISG\CL ECqul 101 111

Bcozrsﬁ 1(1~)

CTGCGGCGCCAGCAGCCCTGTGG TGGC GRCG | CG ;
121 131 141

151

TGGACCAGGAGCCAGTGGGCGGTGTGG

161

171 181

PCGAGG AGP

8

GCCGTCGCAGCCTCGGGRAGCTGCGGCCGCCGCGGCATTCG G

201 21 221 231

% mmwmmmmmmmmmmmmmmmm

g 1

TCTGCAGGGCAGATGAGT GAGGCTTTG ! TGTAG CTGGGAGTCATAGG i GTCCE \WGGAGAGTCATCCACTTTGT TAGTGGTG
241 251 261 27 281 291 301 311 331 341

940
470 ‘ l
5 \

TGGAAGAATATAGCACAGATGAAGACGAAGTTGATGGCCTGGAGAAG GATGTTTTGECCTAC TGTTGATC G ACALR A BT GEEETEC ETACT PTADYGGET T T TACA TG

351 361 371 381 391 401 411 421 431 441 451 461
940

CTTCGGGCTGCTACATCAACTCTCTCAGTGTGT GACTTCCTTGGAGAGARGATTGCATC TGT TTT GGGTATCAGCACCCCAAAGTACCAATATGCCAT TG AT GAATAT TAT
471 481 491 501 511 521 531 541 B, 561 571
940
) “ ‘ ‘ ‘ ‘ ‘ ‘ ‘
0 ‘ AJAAA A A_A A = ‘ AN ANAN A
CGGATG "GAAGGAGG?Z
581 591 601 611 621 631 641 651 661 671 681
940
470
0

Printed on: Thu Mar 18,2021 02:53PM, JST
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Applied
" Bi osystems 7566_IRAK063P13_B1Cf_Reverse2_CO01_03_ABI08 Inst Model/Name 3500/3500 Instrumen t

7566_IRAK063P13_B1Cf_Reverse 2 Mar 19,2021 12:16PM, JST
SIN G:66 A:82 T:59 C:64 Primer B: pOTB7-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value _ Mar 19,2021 12:32PM, JST
KB.bcp e Pts 1819 to 8704 Pk1 Loc:1787 | ' Spacing:10.73 Pts/Panel1350
KB14.1.8 Cap:3 B GTACTGCAGOEGATTCATTARTCL S Version 6.0 HiSQV Bases: 660 @QV) < 40. Plate Name: 20210319_GNP2
¢ CTARAG GGAACAAAAGETGG TACCG GG CCCCCCC TCCAAGGATCAG GCCCT TATEG CC GICET TGG: AG |
1 11 21 31 a1 51 kP‘ﬁll AFR-I- 71 81 B%ng Bo.'rn”{? 111
976

488
0

121

676 L BCOA5T-1(n 72!‘)

a ‘mummummnmuummh mmmmmmmlnmmmmmmlummmmunmmm

976

mummumnmmnnhumumumummmumuu‘mmmmmmm unhuumu

GGGGGGGGGGGGGG

976

- mmmmummuummmuuuulmuumunxnmmmummuhnummuummmxmuu

976

0 | (VY Sy Ml ,
= = - ATTCTTCCATT G o ACAAAGTGGAT ¢ T CCTTGG

571 581 591 601 611 621 631 641 651 661 671

976

0 R /
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