Genome Network Project_Full —~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAK063G10 Lot#: 7566_ABES
Vector : pBluescriptR Gene NUP214
Accession No. | BC045620.1 6591 bp
cDS 6273 bp
@ Plasmid DNA purification
Date: (80509 Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg C over night
Date : /gog [ O Purification : QIAGEN Miniprep kit => dH,O0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : /805/0

DNA concentration (0.D.): 23 / ng/ul
< Size of fragment expected from this clone >

DNA O % ul

Enzyme (EcoRI + BamHl ) 0.5 + 0.5 ul EcoRI 4tkb

Buffer H 1ul BamHI 5.3, 1.8, 1.5, 0.6, 0.2 kb

dH,0 7.6 EcoRI + BamHI 2.8kb (Vector) 25,18, 15,06,02kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : [805]4
@ Confirmation of the insertion sequence DNA (231  ng/ul) 50.0 ul
0% TE 739 ul
Date: /905/9 dH,0 585.3  ul
Total 73¢.2
Primer A T7
Primer B Reverse2 @ Shipping
Primer C -

List of http://dna.bre.riken,jp ﬁ(}onc. - 25 ng/ U2 Volume: 40_[1 Q

Sequencing /en/GNPclone3en.ht

Primers ml Hcilil ; HE‘ LL ‘2 Molumnem: {f Q
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Té\iggyl;ftgms IRAK0B63G10_A8ES_|Il_T7_C02_03_ABIO8 Inst Model/Name 3500/3500 Instrument
IRAKO63G10_ASES_III_T7 May 15,2018 10:36AM, JST
SIN G:22 A:23 T:27 C:29 Primer A : T7 KB_3500_POFT BDTVEmob  (Giysy lins indicates quality valus May 15,2018 10:51AM, JST
KB.bcp  TAATACGACT , Pts 1737 to 8526 Pk1 Loc:1705 Spacing:10.3 Pts/Panel1350
KB14.1.8 Cap:3 5 TAA ACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 698 (QV) < 40, Plate Name: 20180515_GNP
[ | GCATACATTATACG GTTATGGATCAGGCC TCGGCCGAGCTCG TCGTCG GCGG GG GTTT GETG T CH
[ L 13 21 3T 41 51 61 5@1 BE'D.CI- ECOR191 10] 111
—> BCog5620. 1
1208 BC
: : iV
JAGCGGCCTEGGGEGTTCLCGTEG GCRAGGCCGTE GG AGGCAGCG TTGGECTGCTTCGACACAC TG ABGECEGBLGLGATGCGAG 2ACBAC AT GG ATGCCAT G AT TCECCE R6CCGEAGATE
121 131 151 161 181 191 201 211 221 231
1~
1208 )
i N\/\A/\/\/\/\[\/\AA /WV\I\M/\A M\ WMAM\MWM\MW
AAG GATTTTCAGTTTAGAGC GCTATL y GETGE AGAATCTT TG ACTCCECTG AGG TTGCCCA: AARCGCTCGAGTCTGC TTGC TGTGTCCAACAAATATGGTCTGGTCTTCG
241 251 261 2. 281 291 301 311 321 331 341
1208
CTCGTGGAGCCAGTGGC TTGCAGATTTT TC CTACTAAAAATCT TCTTATT CAR ATPA LCCCGGAGATGATCCCAF : TAGTTGAT LAGTCC GGC TTGETAGT TCC
e 361 37X 381 391 401 411 421 431 441 451
1208
. WV\A’MAMMMMJ\WAMWWMMAMNMMMWMWMWW M\A/\/VMMMMNJ\IW\/\[WLMMD
T RGeS TCCATCACCTGGECT TGAGCTGTGAT CCTCRACACTC TC TEGEG T'GCATLGAT G TC CAG'T & TAT GGTTE EATT AT TGER T TTTTT GATGTT & GE
461 471 481 491 501 511 571 531 541 551 561
1208
604
0 M%“MVWMMMWV\W\(\A&M
G AT TVC TG TG GGCTO. CaGC CEGECCATTTEGEETATEGAT GETTTTG G
571 581 T 521 601 611 621 631 641 651 661 671
¥ ( Booas620-1)
1208
604
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N Applied
N Biosystems IRAKOB3G10_AB8ES8_lll_Reverse2_D02_04_ABI08 Inst Model/Name 3500/3500 Instrument

IRAKO63G10_ABES8_III_Reverse2 May 15,2018 10:36AM, JST
SN G:53 A:70 T:59 C:90 Primer B : Reverse2 KB_3500_POP7_BDTv3.mob Gray line indicates quality value _ May 152018 10:51AM, JST
KB.bcp Pts 1720 to 8704 Pk1 Loc:1688 Spacing:10.36 Pts/Panel1350
KB14.1.8 Cap4 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 689 (QV) < 40. Plate Name: 20180515_GNP
. . cT "GGG e GCT GETACCEGECCEECECCTCE PAGG ITCAGECCCTT ”GGCCGG TcdrGCGCTG G AG
1 10 19 28 55 73 82 91 109
kpnl  ApeL BgtI
1094 vec‘to
- WJW%VWW\AMY\MM\[WV\MNV\[\ fh
0 V}(‘
GTTTTTTTTITTTTITTIACGGAAACAGACTGTTTAATAGTGGG AGGGH AACATG A? AATCATGCGCCTTGTGAGTTTTGGTTTCTGTTGTTT]
118 127 136 145 154 172 199 208 217
0.1 ( ~ 6591
{58 L BC 045620 )
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