Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN _Clone_ID : IRAK062G06 Lot#: 7893 B1Bg
Vector : pPCMV-SPORT6 Gene SELP
Accession No. BC028067.2 3160 bp
CcDS 2370 bp
@ Plasmid DNA purification
Date: 2(.02 .17 Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date - 2(.02 .18 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date:ll\Ong

DNA concentration (0.D.): 18| ng/ul
< Size of fragment expected from this clone >

DNA 0.6 ul
Enzyme (EcoRI + Xhol ) 0.5 + 0.5 ul EcoRI 5.7, 1.5, 0.3 kb
Buffer H 1 ul Xhol 4.8, 2.7 kb
dH,0 Yl EcoRI + Xhol 4.3kb (Vector) 1.4, 1.0,0.5, 0.3 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DO @ 6 %ﬁrna(::fr
Marker : 2-Log DNA Ladder (NEB#N3200L) @)EcoRI
@:Xhol

(®):EcoRI + Xhol

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 21,02, 25

@ Confirmation of the insertion sequence DNA (| €1 ng/ul) §40 ul
. 10x TE fo.8 ul
Date : 2| (). 2% dH,0 463.3 ul
Total o [
Primer A Reverse2
Primer B M13 @® Shipping
Primer C poly(A) region primer #0

List of http://dna.bre.riken jp ! Conc.: 2D ng/ u Q, Volume : 4Q U 2

Sequencing /en/GNPclone3en.ht
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pplied

BI osystem s 7893_IRAK062G06_B1Bg_Reverse2_D02_11_ABI24 Inst Model/Name 3500/3500 Instrument
7893_IRAK062G06_B1Bg_Reverse?2 Feb 19,2021 09:50AM, JST
SIN G:198 A276 T:147 C:188  Primer A : Reverse2 KB_3500_POP7 BDTV3mob  (Gray line indicates quality value ' o0 19.202110:06AM, JST
KB.bcp - . ) Pts 1847 to 8706 Pk1 Loc:1815 Spacing:10.8 Pts/Panel1350
KB1.4.18 Cap:11 5 GCGGATAACAATTTCACACAGG 3’ Version6.0 HiSQV Bases: 673  (@QV) < 40. Plate Name: 20210219_GNP
\G T TTG TACAI AAGCAGGBC TG GTACCSE GTCCGG AATTCCCG GG AT|TCACAG AGG AG AT G[GCCAAC TG GG
1 11 21 31 a1 51 7 81 91
TERL Smal Bcoiaowz
1066 Ve::'to}— (1“)
. %VW\(\/MW% /Y\NWV\/\/\(\[\
0
' . TAGCCATCTTGTACCAGAG ATTCCAGAGAGTGGTCTTTG GAATTTCCCAACTCC TT TGCTTCAGTGCCCTG ATCTCTG? \CAAACCA G AA! AGTG GCAGCATGG A
i 111 121 131 141 161 171 181. 191 201 211
1066
CTTATCATTACAGCACAA? ACTCATGG AATAT TTCCCG T TAC TG CCAG AATCGGTACACAGACT TAGTGGCCA TCCAG ! AAATTGATTACC TCAAT
21 231 241 251 261 271 281 291 301 311 321 331
1066
g MMA/V\NV\A/WN\AM W
“GGTCCTACCCTACTACAGCTCCTAC TACTGGATTG GG ATCCGAAAGAACAATAAGACATGE ACATGGGTGGGAACCAAAAAGGCT CTCACCAACGAGGCTGAGAACT GG GCTG
341 351 361 371 381 391 401 411 421 431 441
1066
533 ‘
0 Lt
TAATGAACCTAACAACAAAAGGAACAACGAGGACTGCGTGGAGATATACAT CAA GAGTCC GTCAGCCCCTGGCAAGTG GAATGATGAGCACTGCTTGAAGAAAAAGCACGC
451 461 471 281 491 501 511 521 531 541 551 561
1066
533 ‘
TTGTGTTACACAGC CTCCTGCCAGGACATGT CCTGCA GC :
571 581 591 601 611 621 631 641 651 661 671
1066
2 e 0 b W
0
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‘2 Applied
= Biggystems

e

S/N G:31 A:35T:43 C:28
KB.bcp

KB14.18 Cap:14

19

1030
515

Primer B :
5 GTTTTCCCAGTCACGACGTTGTA 3

M13

28

37

7893_IRAK062G06_B1Bg_M13(-40)_E02_14_ABI24

Inst Model/Name 3500/3500 Instrument
Feb 19,2021 09:50AM, JST
Feb 19,2021 10:06AM, JST

Spacing:11.04 Pts/Panel1350

Plate Name: 20210219_GNP

7893_IRAK062G06_B1Bg_M13(-40)
KB_3500_POP7_BDTv3.mob
Pts 1847 to 8706 Pk1 Loc:1815
Version 6.0 HiSQV Bases: 163

Gray line indicates quality value

(QV) < 40.

GAAAGCTEGGTACGCGE T
55

GCTTGGGCCCCTCGAGGG /T

MLl Hod@ Apal ®2ho1

CTCTAGAGCGGCCGCICCTTTTT|

Yba [ 100 /Vot]_ 109
Vector T hh

AN

46

118 127

1030
5156

136

145

P T T T ETT P T T TT T BT rE T T I T T re T T T e T PP T TT P C T T T o

154

163 72 181 217 226

o \MANAMAMANARNANARVANANNANANANN AN ANVAANAAARAAARA

235 244

1030
515

253

262

271 280 289 298 325

352

1030
215

361

370

379

388 397 406 424 433

1030
g1:5

496 505 523 532 550 55

[ 1030
515
0

S

586

595

604 613 622 631 640
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» Applied :
9 Bi osystems 7893_IRAK062G06_B1Bg_GNP Mixture_F02_17_ABI24 Inst Model/Name 3500/3500 Instrument

7893_IRAK062G06_B1Bg_GNP Mixture Feb 19,2021 09:50AM, JST

S/N G:25 A:26 T:18 C:23 Primer C : Poly(A) region primer #0 KB JEUD POPY: BRTi mmak Gray line indicates quality value Feb 19,2021 10:06AM, JST

KB.bcp . Pts 1871 to 8706 Pk1 Loc:1839 Spacing:10.8 Pts/Panel1350

KB1.4.18 Cap:17 5 TTTTTTTTTTTTTTTTTTTTVNN 3 Version 6.0 HiSQV Bases: 415 (QV) < 40. Plate Name: 20210219_GNP

C TG G TGGCAGGAAGGTCCACG GELG ACHTG TGGCCTTCTAGCTTG ATTCTTIGGCCT TCTG G

1 7 13 19 25 31 37 43 49 55 67 T 713 A 79 85 91 97 103 1(
Bed2§ol 7.2 ( 3023)

598

. LA LU T hnulunm SN W A VA
598

mﬁMMmm@MMMWMMM@MAAWMWwMMMMM mﬂwm
mnhumuhuuumhmmnlmnnuu“nmm.mummnm hnum
598

2> AWM muhmlmmn‘Alhulﬂmlhhmmhhhﬂﬂl“ﬂ“lhdlﬂhhdl“llﬂhm Wl ‘ g

ACAGGAAGGGGTGGT?
451 457 463 469

598
299
0 2,

598
2989

0 |
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