Genome Network Project_Full —Length cDNA clone

RIKEN clone ID: IRAK062C02

Vector : pCMV-SPORT6 Gene

PPP3CB
Accession No.| BC028049.1 [ 3153 bp 1..3153
CcDS 1578 bp 124..1701
@Plasmid DNA purification

Date : 120(25

Date : {2012b

Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : (20(2b .
DNA concentration (OD.).__71-3  ng/ul
DNA Ul
Enzyme (EcoRI+Xhol) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from BC028049.1>

4339, 3196 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : /20l oL Shipped : 25 ng/ul, 40 ul

Final concentration: 25 ng/ul |

DNA (705 ng/u) yl...u
(0% TE ; L% 2 ul
o e

Total 232 ¢ ul

Culture :LB (100 ug/ml Ampicillin) _5 ml —37°C O/N




Applied

Bi osystems IRAK062C02_Reverse2_C05_08 Inst Model/Name 3500/3500 Instrumen
IRAK062C02_Reverse2 Jan 27,2002 09:41AM, JST1
S/N G:309 A:228 T:189 C:192 KB_3500_POP7_BDTv3.mob Jan 27,2002 10:22AM, JS1
KB.bcp Pts 1533 to 13038 Pk1 Loc:1510 Spacing:11.37 Pts/Panel135(
KB1.4.1.8 Cap:8 Version 5.4 HiSQV Bases: 837 . . Plate Name: 20120127_mi
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Wwwu_\_mmnmau IRAK062C02_GNP48_A07_01
IRAK062C02_GNP48
S/ING:12 A:11 T:10C:8 KB_3500_POP7_BDTv3.mob
KB.bcp Pts 1434 to 12618 Pk1 Loc:1411
KB 14.1.8 Cap:1 Version 5.4 HiSQV Bases: 842

Inst Model/Name 3500/3500 Instrument
Feb 01,2002 09:50AM, JST

Feb 01,2002 10:15AM, JST
Spacing:11.27 Pts/Panel1350

Plate Name: 20120201_DNAbank_GNP
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(ARCCC GT CCAGGEGAZATT 1A1T TG TIGT GCTACTG T T TATAIZAATACT CG FIATAG TCCTGCACA TGCATAATATT TCC?

1 10 19 N B 37 fas s 64 73 82

ACAGGAGACCATACAGGGTGCACTTTCTGGC

91 100 109 118

\TAG? _mm__.ﬂ)ﬁ: _ﬂ\x,___ﬂm GCTCTGAGTTGTATTCCA GGG CATGAGG GAAGCAGGCCACCA
127 136 154 163 172 181 190
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TAARGGGAAATACCAAACTA ,._.m,__moﬁ..._,_. TCAATACAH
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ChAGC CCCTG GTGGCTCTCT ACTTGAGTACTC CTARARBATTTCT CANAACATCT?
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TAC TTTGAC GTAC
649

GGTCAAT] TGTGAARAAS CATGGTTCCATTTAGTTTAACC CAGT TCI GGT T’ TGCAGTCTTGACTTTTATGCTTCCACT
35 244 253 262 21 280 289 298 307 325 334 343
972
486
TCTGAAT GAT TGAACAGARACCATTGCTTCTAGGCTGCATTGC TTAATCAABAACACTTCCAG
352 361 370 379 388 397 406
972

'GTCGTACCTGTACATCATAGGTC T/
550 559 568
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