Genome Network Project_Full ~Length cDNA clone Gene Engineering Division

RIKEN BioResource Center
RIKEN_Clone_ID : IRAK052J19

Vector : pPCMV-SPORT6 Gene OPRL1
Accession No. | BC038433.1 3420 bp 1..3420
CcDS 1113 bp 413..1525
@ Plasmid DNA purification
Date: 130115 Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C over nigh
Date : (2011%] Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: 130il7

DNA concentration (0.D.): 333 ng/ul

DNA 0.2 ul
Enzyme (EcoRI + Xhol) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.8 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer
Marker : 2-Log DNA Ladder (NEB#N3200L)
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<Expected size of fragment from BC038433.1 >

4339, 3463 bp

@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul

Date: /3 9/;2- Concentration at the time of preparation of plasmid DNA : 25 ng/

Primer A Reverse2 Date: /3 0/4 &«
Primer B M13
Primer C : Poly(A) region primer #0 DNA (_335 ng/ul) FR.0 ul
List of http://dna.brc.riken 10x TE /69,2
Sequencing Jp/en/GNPclone3e dH,0 G0 1.0 ul
Primers n.html Total S 092.2 ul

APPROVED BY :
http://dna.brc.riken,jp/index.html




Applied

Biosvstems IRAK052J19_Reverse2_E10_13 Inst Model/Name 3500/3500 Instrumer
y IRAK052J19_Reverse2 Jan 22,2013 10:30AM, JST
SIN G:795 A:430 T:539 C:527 Primer A : Reverse? KB_3500_POP7_BDTv3.mob Jan 22,2013 10:57AM, JS
KB.becp , Pts 1366 to 14227 Pk1 Loc:1343 Spacing:12.61 Pts/Panel135(
KB14.18 Capi13 5 GCGGATAACAATTTCACACAGG 8 vergion5.4  HISQV Bases: 1041 Plate Name: 20120122_GNP-kitak
CRGT CA TTA GCCTATTTAG GTGICACTATAGAACAAGT TT GTACAALRAAAGCA GGCTGGTACCGGTCCGGAATTCCC GGG AT|CGACCAGG TGGGGCGGGTCGTGGCGG
1 11 21 31 11 481 5t 8\@;\ TLEoRL  SmaT m: 2 I .MH 101
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GGGGCAGGGTCCCCTCCGGAGGGCCCTGGG TTAGAGTCTGGGCGTGGACGCGCCCC TCATAGG GGTCAT T GGGGCATAGAGGCATAGAGCC GGCTTCTCCAGCTTGGGAT TC)
111 121 131 141 151 161 171 181 191 201 211 221
1210
. %\éggigggig
0
CGTGTTTTTCAAGGGCTAACGGARAT GC TGAG AT CT Fmmoiog?qemoeooo;mmooeoﬂmimuuuoﬁ,o AGTCAAATTACTTCGGGCTGCCGGCTCACTCGGC
231 241 251 271 281 291 301 311 321 331
1210
. ?zé/zs;zs%?
0
[GCTGCGTCTGGTCTGGCGTCTGC TGAGAAGATCCTCTTCTACCCTGC TCTGCACCTG TGCTCGACT GCCAGCCGGCTGAGGGCG GGGGT CTCCACGGT GGTCCCAGC TCCCA
341 351 361 371 381 391 401 411 421 431 441
1210
605 »
0 , — / /\
AGGAGGTTGCAGRRGTACCG TACAGAGTGGAT TTGCAGGGCAGTGGCAT GGAGCCCCTCTTCCCCGCGCCGTTCTGGGAGGTTAT CTACGGCAGCCACCTTCAGGG CAACCT !
451 461 471 481 491 501 511 521 531 541 551 5¢
1210
605
0 \
TCCCTCCTGAGCCCCAACCACAGTCTGCT GCCCCCGCATCTGC TGCTCAATGCCAGCCACGGCGCCTTCCTGCCCCTCGGGE TCARGGT CACCATC GTGGGGCTCTACE TG
1 571 581 591 601 611 621 631 641 651 661 671
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' Applied
Mﬁw Biosystems IRAKO052J19_M13(-40)_F10_16 Inst Model/Name 3500/3500 Instrumer

IRAK052J19_M13(-40) Jan 22,2013 10:30AM, JS
SIN G:215 A:184 T:252 C:18' Primer B : M13 KB_3500_POP7_BDTv3.mob Jan 22,2013 10:57AM, JS
KB.bcp , , Pts 1360 to 14103 Pk1 Loc:1337 Spacing:12.61 Pts/Panel135
KB14.1.8 Cap:16 5 GTTTTCCCAGTCACGACGTTGTA S ygrsion 5.4 HiSQV Bases: 228 Plate Name: 20120122_GNP-kitak
CCG (CG CG(C 'AGC T1IAT ATAC GACTCACTA HIO@OrOnBOHHHOHﬁ.OrJOwumfwmﬂ_ﬂmmmﬂﬁomomﬂwwmoHHQOOOOOOHOQWﬂ@@bﬂmOHOHmmmmﬂOOOOOOOO,H_H:H_H
1 9 17 25 33 A g4 57 SSMUT 73 Apal 81 YhI 89 Lhal®?  NotT MW” u\wvwel

1446 ve
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R WA QYA LN | . A A | I

rrrrTTTTTTC YT T TT LT TP T T O T TT TP L TT TP T T T R T T CT T CE T C T T T T I T T TT T T TT I T T T TARARAARAARRACCECCCCCETTTGGGGGGGEGGTTTTTTTA GGT TT

113 121 129 137 145 153 161 169 177 185 193 201 209 217

1446
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0 ::E:::::::,:::::::::::::E:::::E::, s s M s sanmntanna AN AL AR
TTTTTTTTTAACCCCARAARRARRAARACCCGGGGGGGGCARCGGGCCAGGA ACCCCTGCCCCCTGGCAARRARARAACGGGAGGGGGCAATTTAATTCCCCARAATT TCAARAAAAL]
225 233 241 249 257 265 273 281 289 297 305 313 321 329 33

CCCCCCCTTGGGAAAARAARRTTGGAAARRAGGARACCCCCCCCCCCCGGGAACCCCGGCCAARA AATTTGGGAR ARAAAAAGAACCCCCCCAAARRAATCCCCCCGGGCTARARAAC
i 345 353 361 369 B7% 385 393 401 409 417 425 433 441 449

A :
CCCAAARRARAGGGGAARARCCCCCCCGCTTTTTTGGGARRRARACCCACCTTTTCTGTTTTTTTGGGGGGGCCARAAGGAAGTTACCCGGGCARGGGTTTGGGG GRAARAAAGAAT
457 465 473 481 489 497 505 513 921 529 537 545 553 561

[ TTTTTCAGGGTGGGGGGTTTTTAATAATTTCTTT GGAAGAAAGGGTTTTTGAAAATCCCC CACCCGGCECT ICCCTT TGGA DA ACAAAAAGCGGGGGARATTTTTGGE GGGC C
569 527 585 593 601 609 617 625 633 641 649 657 665 673
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' Applied .
,%ww Bi osystems IRAK052J19_GNPmixture_G10_19 Inst Model/Name 3500/3500 Instrumel

IRAK052J19_GNPmixture Jan 22,2013 10:30AM, JS
SIN G:180 A:106 T:102 C:110  Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Jan 22,2013 10:57AM, JS
KB.bcp ; , Pts 1368 to 14327 Pk1 Loc:1345 Spacing:12.54 Pts/Panel135
KB 1.4.1.8 Cap:19 5 TTTTTTTTTTTTTTTTTTTTNNN 3 Version 5.4 HiSQV Bases: 1033 Plate Name: 20120122_GNP-kitak
CT GTC(AG 'G ?GCA G TGTTTATTAGGGTCCTTTT T(ATTACCCCAGAGACAGACCCAGGGCTGGCTACGTGCACAGG AAGTAACGCTTGCCACATGCATAAATACGT G2
1 11 in 21 31 41 51 61 71 81 91 101
1132
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AGGTGCACATTACATCAGCACAGAT TCACRRAAACACCTCGCCTTG GCAAGAAAACTGTAGC TAGGCAGCTCCCGTCCTCAGGGACTCCTGCCACAGACGTCATGGAGACAGC
111 121 131 141 151 161l 171 181 191 201 211 221

S %§§§§g |

TGAGCCTCCCCAGAARCAGTCCCCACGGCCTAGACTCCCCAGRGCAGGAGGAGCAGCCCAGGCTCTGTTGCGAGACAGCCATCACTTCCTGTTCTTTGCAGGTGCCTAAG GTAC
231 241 251 261 271 281 291 301 311 321 831

1132

T

GTTARCCTGGCCAARGGTTTTGGTGGAAARRATGAGTTTTTTCAATGT TGCAGGTCTTTTAATAGT TCATCTGTAGGAAGTGTATTTGCARAGTCACCAACCTGCAGCTTCCA TC
341 351 361 371 381 891 401 411 421 431 441

1132

sl \>:::.».EE?E&.E::Er:.:E.EE.E:: E:._E::

T GTAGRCCAGGAAGGGTGAT TCTCTGGGTGACCACAGCGGGGCATCCCCTGAGGTACAGACGCCCCCCCCCCAECCCCCGCAGTGTCCTCACAGCCACCACAGCCTT TGCAG
451 461 471 481 491 501 511 521 531 541 551 51
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TTGGCTCAARGCAAGCCCTGCCAGGCCCCACCCCTCATGCTGGCTCTGCT GTGAAGCCATCCTCCCGTTGGGCAGCAAGCTCAGGCCCTACACAGAGCCATCTTGAGGCTTG!
L 571 581 591 601 611 621 631 641 651 661 671
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