Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN_Clone_ID : IRAK052C09
Vector : pPCMV-SPORT6

@ Plasmid DNA purification
Date: {7062

Date: (70629

Lot#: 7893 _A7Fq

Gene GNPTAB
Accession No. | BC042615.1 3150 bp
cDS 1474 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Date : |70629

DNA concentration (0.D.); 230 ng/ul

DNA 0:3 ul
Enzyme (EcoRI+ Xhol ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.7 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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Purification : QIAGEN Miniprep kit —> dH,O 100 ul

< Size of fragment expected from this clone >

EcoRI 6.7, 0.8 kb

Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg C over night

Xhol 7.5 kb

EcoRI + Xhol 4.3kb (Vector)
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@ Adjust plasmid DNA solution to 25 ng/ul

APPROVED BY :
http://dna.brc.riken.jp/;.-dcn.htu il

N

Date :
@ Confirmation of the insertion sequence DNA (280 ng/ul) 82 J ul
10x TE ql.8 ul
Date : | 70705 dH,0 196w
Total i ul
Primer A Reverse? q 317[4
Primer B M13 @ Shipping
Primer C -
List of http://dna.brc.riken.jp |ﬁConc. . 29 ng/ UL Volume : 4Q_u 2
Sequencing /en/GNPclone3en.ht
Primers ml £ -Coner ns( b Q’ S ) 1]
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N é‘ig_ﬁ";‘;‘éms IRAK052C09_A7Fq_Reverse2_A12_01_ABIO8 Inst Model/Name 3500/3500 Instrument
IRAK052C09_A7Fq_Reverse2 Jul 05,2017 03:35PM, JST
SING43 A58 T48C:52  Primer A : Reverse? KB_3500_POP7_BDTv3.mob Jul 05,2017 03:49PM, JST

Gray line indicates quality value

KB.bcp GG i Pts 1750 to 8704 Pk1 Loc:1718 Qv) Spacing:10.83 Pts/Panel1350
KB1.4.1.8 Cap:1 5 GATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 707 QV) < 40. Plate Name: 20170705_GNP
| T 1z ; I : @ T LT & TAG GCLGGC TG GTACCGGTCCGG TTCCCGGG TATC GTCG2CEcacE ceTcccke C
1 11 21 31 41 51 61 71 9 101 L1t
1134 VQc‘tm- q
567
0 vV
ZETTCAT GEATCITECE CAGCT TAG GAGTETC TGAAAGATT GCAGAGGTTGACTTTTGETGEAGTE AGTGT T TG GTCATG AGCAGGGTCAG AATCC AC
31 141 151 161 171 181 191 201 211
6!5 | (irv
: A )
CCCTGGACTTGGAGACCACAGCAAGATTTAGAGTGG G CAGA CCCP TARGGCGGAAATG GE 00 COAT ETCTGE ATTE TELCA BIEGEE 2
231 241 251 261 271 281 291 311 321 331
1134
0
e TCACAGGSE TGGAGG TGCTG TCACATAGGCGEGTTACTGAAGTGT TACT GC TGC
381 401 411 421 431 441 451
1134
567 ‘
: I
T TACACAGATAGTTACTTGGGCTTTTTGCCATGGGAG T GATCT TCTCGACGAAGAAGAGTCAT TGAAG ACACAATT GGCATACTTCAC TG
461 471 481 491 501 511 521 531 541 551 561
1134
WV\AAMAANWW\[\N\ANWVWV\MMWWWWW MWM\ ool
TLCTGGGAGGC TaC APT T6.CAGAT TCEE 178 AT §T
571 581 591 601 611 621 631 641 651 661 671
1134

MMMWMWMMVM ooy
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SING29A35T:39C:37  Primer B : M13 KB_3500_POP7_BDTv3.mob  Gray line indicates quality value Jul 952017 D2:2F M. BT
}ég':’f_ 18 Cap2 5 GTTTTCCCAGTCACGACGTTGTA 3 \:fs:;nsg.go 8:1?;;\? 18222;1:_{/2015 QW) < 40. ) s&a;: %;r?{z?zop:?g;on;gsg
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