Genome Network Project_Full —Length cDNA clone

RIKEN Clone_ID : IRAK050J03
Vector : pPCMV-SPORT6

@ Plasmid DNA purification
Date: (80§22
Date: /850823

@ Digestion by restriction enzyme/Concentrarion calibration

Date:s FEPELD

Gene
Accession No.

DNA concentration (O.D.): 26 8 ng/ul

DNA 0.7 ul
Enzyme (EcoRI+ Xhol ) 0.5+ 0.5 ul
Buffer H 1ul
dH,0 7.6 ul
Total 10 ul

Gene Engineering Division RIKEN BRC

Lot#: 7893_A8Hm

HOXD9
BC044855.1 1791 bp
CcDS 1029 bp

Culture : LB (100 ug/m! Ampicillin) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

< Size of fragment expected from this clone >

EcoRI 5.1, 1.0kb
Xhol 6.1 kb

EcoRI + Xhol 4.3kb (Vector)

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence

Date:/,{yﬁ,f"zts>

Primer A Reverse2
Primer B M13
Primer C =
List of http://dna.brec.riken, jp
Sequencing /en/GNPclone3en.ht
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@ Adjust plasmid DNA solution to 25 ng/ul

Date:/fﬁ?ﬂfa

DNA (248  ng/ul) J0.0
10x TE 24.% ul
dH,0 118 & ul
Total ?6(,(“ 9’ ul
, Shipping
E iConc. - 25 ng/ u Q.. Volume : 40_‘4__ Q
.ﬂ.ceu—-._w e N O B el

APPROVED BY :
http://dna.brc.riken




g éigg)'(lsetgms IRAK050J03_A8Hm_Reverse2_D02_11_ABI24 Inst Model/Name 3500/3500 Instrument
' IRAK050J03_A8HmM_Reverse2 Aug 28,2018 09:59AM, JST

SIN G:292 A:136 T:142 C:34 Primer A : Reverse2 KB_3500_POP7_BDTv3.mob Aug 28,2018 10:29AM, JST

Gray line indicates quality value
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CCACCCGTACGTTCCCCCGCEGCCCETGGLCCGCELTETGECTCCGAGCCCGECCEGECTACGTEGCGC TCCTGGEATGEAGCCGCTEGCCC GG LCTTCCCGGEGGEGGTECEEEC
456 463 470 477 484 491 498 505 512 51.9 526 533 540 547 554 561
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Applied

H IRAK050J03_A8HmM_M13_E02_14_ABIl24 Inst Model/Name 3500/3500 Instrument
BIOSyStems IRAK050J03_A8HmM_M13 Aug 28,2018 09:59AM, JST
SIN G:254 A:262 T:191 C:465  Primer B : M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value A9 28,2018 10:29AM, JST
KB.bcp ) Pts 1717 to 8622 Pk1 Loc:1685 spacing:10.45 Pts/Panel1350
KB1.4.1.8 Cap:14 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HISQV Bases: 720 QV) < 40. Plate Name: 20180828_GNP
B CTTTGTACAA G GCTGGGTACGCGTAAGCTTG GGCLCOTOG AGGG iTACT CTAGAGECGECCGEkcace cg
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GCCCAGC CT TCAG GG G AGAG AGCAGCGCGTCCARTGCAC TG AGGAC CCCCARCCCGCCCG ~GGCCCTGGGCTCCTCTAAGCCTCACTGGAG ATCTCCACCG AGGTCCCG
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SGTGCTCCCTG AGG GGGGGCTTTCGC #CTGG TGGGC A CCCCGCCG GG CTTCACCGTGGGCTAG CAGCCGGGGTGTCCGC ACTG TTGTC GCTCTGCCTTCATTCTTGG
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TTGGGGCGCACTTGGE CCCTGTTTGGGCAGTG CTGGGG GTGAGG GG AC T CTACAGCACTTTTCAG TGGEGGGACATTTACACARGAGAGGGE TCCCCARGCCA GC
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TTGCACTCAC TATAGCATT TCTTA AATGC GAGEAGE GAGAGGGAGTEE 6AT AL GECE CCCCAAAGCCACTTGGT TT TTCCAACACGT CGAQ
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TACAGAGTCCCCC TALCCTC GACCAACCACACAGTCACTTCTATCT GTCCAAGTCGCTGG
561 571 581 591 601 611 621 631 641 651 661
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