Genome Network Project_Full —-Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN Clone ID : IRAKO49NO1

Lot#: 7893_B1Bg

Vector : pPCMV-SPORT6 Gene CD2
Accession No. | BC033583.1 1579 bp
cDs 1056 bp
@ Plasmid DNA purification
Date : 20.02.17 Culture : LB (100 ug/ml Ampicillin) 5 ml => at 37 deg G over night
Date : 2. 02 .] 8 Purification : QIAGEN Miniprep kit —=> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: 21.02.]8

0.5

@ Confirmation of the insertion sequence

Date : 9| (2, 2%
Primer A Reverse?2
Primer B M13
Primer C poly(A) region primer #0
List of http://dna.brc.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml

DNA concentration (0.D.): 406 ng/ul
{ Size of fragment expected from this clone >
DNA 0.2 ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 5.9 kb
Buffer H 1 ul Xhol 5.3, 0.6 kb
dH,0 T.& ul EcoRI + Xhol 4.3kb (Vector) 1.0, 0.6 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer (D:Marker
' P20 @06 @:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) @):EcoRI
";'L’ @:Xhol
1
; 6.0 ®B):EcoRI + Xhol
40 50 (k)
3.0 2.0 3.0
15
10 Lo
0.5

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 3'102.25

DNA (406 ng/up) 0,0__ul
10x TE 46,1
dH,0 1225.5 ul
Total (441,45 ul
@ Shipping

|! Conc.: 29 ng/ 12  volume: 4Q_u @
Eberrrmang eyt

APPROVED BY :
http://dna.brc.rikend
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7893_IRAKO49NO1_B1Bg_Reverse2 Feb 19,2021 09:50AM, JST
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7893_IRAKO49N01_B1Bg_M13(-40)_E01_13_ABI24

Inst Model/Name 3500/3500 Instrument

7893_IRAK049NO1_B1Bg_M13(-40) Feb 19,2021 09:50AM, JST
SING42 AT T:62Ci45 . by KB_3500_POP7_BDTv3.mob  Gray line indicates quality value Feb 19,2021 10:06AM, JST
KB.bcp - , Pts 1864 to 8706 Pk1 Loc:1832 ) Spacing:11.04 Pts/Panel1350
KB1.4.1.8 Cap:13 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 172 (QV) < 40. Plate Name: 20210219_GNP
G A GCTGGGT'CGCGT.:'GC'TT.GGGCCCCTCG‘-GGG-'T‘fCT‘CT G AGCGGCCGCICCTTTT]
1 i g 31 a1 51 61 MRyl Hind T A{;ﬂl 81 Yhol 91 fbal 104t ( 111
‘______
1168 Vector
584 /\ N
O —
;"TTTTTT’I‘TTTTTTTTTTTTTT’T’TTTTTTT'I"I"E‘T'TTTTTTT'I"L"TTTTTTTTTTTTTTTT'TTTTTTTTTTTTTTTTT |
121 131 141 151 161 171 181 191 201 2 i | 221
1168

2371 241 251

1168
584

261

Ao

271 281 291 301 311 321 331

341 351 361 371

1168
584

381

391 401 411 421 431 441 451

461 471 481

1168
584

501 511 521 531 541 551 561

571 581 591

1168
584
0
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U Applied

3\"4\ Blosystems 7893_IRAKO49NO1_B1Bg_GNP Mixture_F01_16_ABI24 Inst Model/Name 3500/3500 Instrument
7893_IRAK049N01_B1Bg_GNP Mixture Feb 19,2021 09:50AM, JST
SIN G:22 A:24 T:16 C:20 Primer C : Poly(A) region primer #0 KB_3500_POP7_BDTv3.mob Gray line indicates quality value e et T
KB.bcp i Pts 1871 to 8706 Pk1 Loc:1839 Spacing:10.93 Pts/Panel1350
KB141.8 Cap:i6 5 TTTTTTTTTTTTTTTTTTTTVNN 3 Version 60 HISQV Bases: 577 (@V) < 40. Plate Name: 20210219_GNP
! 5 i ITGCTTGTAGTGAGACCCAG GCACACCA ?
1 11 21 31 41 51 61 71 81 L 91 101 111
1170 BC033583.1 (~14B)
585
TCACTTGATTTATC GCATC TACACATGACCTG AG2AGGEGGGACAAGAAATC TCTAAGATTTC TG TGC TCGETCC TR T CCATTETT GCAATCACACTTATAT T BCTTCTEC TTACY
i 131 141 151 161 371 181 191 201 F11 221
1170
585
0 AAL!AAAI_l._lm_;.um.ﬂ.xh“AHHhMum_lmmﬂl_hh.hl.m.hh.“u.Almhl..hl.“hhA.A!h‘.ﬂ“m‘...l..m.“_!l.lml_
'GGTGTGATGGAGCTCTCTGAGG AGACCAAY ACTCCAGATGTT GACCACAT GG CTGAGTTCGAAGATGCAGAGGTGGE TGTGGCCCACAG CCTC GGAGGTG ~C TGTTCT G¢
231 241 251 261 i 31 281 291 301 311 321 331 34
il i 9
585
: lhh“l“hl“hlAhlhhlmu A AN ANAA lbhuuld \ly uuunm,Am,lumhmmm
ACACAGAAARACACCTCATGG ARGTACGGATATGCACATCAGGAGGGCAGAAATCCACAGTGCTTTTTATT GA \ AAGACAGTTTCTATE TTTT TTAATTA GAGGAAGEGGACA AT
1 351 361 371 381 391 401 411 421 431 a41 451
11740
585

0 m.ué,x_m.mumuAmuumn.uun._mtmJ.u,um_..hmmmmuum;_umnmm;xmmuhm

GAGTTTTCT GCTGCCCCATG GGG AGCTTTT GGCTGAACTCGAGGTCTGGGGAGGGGCGGGCCTT TCTGCTGGTGAACT TGTGTGC CCGACGE AGC GGAGGCCTCTTCTG
461 471 481 491 501 511 921 531 541 581 561

L1370
| 585

o A WA A WA AAAMAM.

VG GC TG GTGCTGAACACGGTGTC
571 581 581 601 611 621 631 641 651 661 671
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