Genome Network Project_Full ~Length cDNA clone

RIKEN clone ID: IRAK049K24

Vector : pPCMV-SPORT6 Gene CA1
Accession No.] BC027890.1 1307 bp 1..1307
CDS 786 bp 85..870
@Plasmid DNA purification
Date : (10303 Culture :LB (100 ug/ml Ampicillin) __ 3 ml —37°C O/N

70
Date : (10309 Purification : QIAGEN Miniprep kit—dH,0 #86-ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : 10309

DNA concentration (0.D):77-3  ng/ul

DNA [ ul
Enzyme (EcoRI+Xhol) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from BC027890.1>

4339, 478, 662, 210 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : /105 Shipped : 25 ng/ui, 40 ul

Final concentration:25 ng/u

DNA (_77.3 _ng/ul) 3%
10X TE | 1.7 ul
dH,0 (7.8 ul

Total (7.5 ul




: Project : GNP

System : CEQ System
Sample : IRAK049K24_Reverse2.G06_11081714GP
Result : IRAK049K24_Reverse2.G06_11081714GP

Operator : 3.110817.furu |
Instrument : CEQ System (Ver. 9.0.25)
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pplied IRAKO49K24_GNP33_A02_02 Inst Model/Name 3500/3500 Instrument

BlosyStems IRAKO49K24 GNP33 Aug 12,2001 09:36AM, JST
S/N G:748 A:822 T:877 C:527 KB_3500_POP7_BDTv3.mob Aug 12,2001 10:02AM, JST
KB.bcp Pts 1351 to 12674 Pk1 Loc:1328 Spacing:11.29 Pts/Panel1350
KB 14.1.8 Cap:2 Version 5.4 HiSQV Bases: 853 Plate Name: 20110812_GNP-kitaku
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[AAATTTATT TCTTAAAAAT TATTATTT TACTG GAT TATGT CAGA L GGEGC TGTG TTCTT TGAGG? BCAAGTTTCITCTCAGAATCATCAAAP AGCTCTCACTG
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TTCTGCCCT TCRAGAGGTTGGG TTGGGCGGTTGTTGTGC TGCATGGGGACAGCG TTATCACC T TC CATTTGATAGAAGGCTGCGGARAATTGT GCCAGCTGCTCTGAGC TGACHY
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TGATGC TCTCCTT CCAAGT TACAC TCTCATRARAGAGGAGGARTGAGTCA GAGAGCCAGGGTAGGTCCAG AL RATCCAGGGATGARG GAAGGAG AGTAGAGGGGTC
451 460 169 478 187 496 505 514 523 532 541 550 559

AARATTTGT GRAATGGGGCTCGTT TGCCCTTGGTTTTAATTGCT TG GAG GGCATCA AGTACTTTCT GCAGC TTTEGGTTGGCCTC CCAACCTTCATCAAZ
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