Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN Clone_ID : IRAK047A02 Lot#: 7566_A8B9
Vector : pBluescriptR Gene ALMSI1
Accession No. | BC035025.2 4517 bp
cDS 4382 bp
@ Plasmid DNA purification
Date : l 02| L Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date : | SO 24 5 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date :| X0 2\ 5

DNA concentration (0.D.): 6 ng/ul
< Size of fragment expected from this clone >

DNA (M ul
Enzyme (EcoRI + BamHl ) 0.5+ 0.5 ul EcoRI 6.5,0.7, 0.1 kb
Buffer H 1 ul BamHI 5.5, 1.8 kb
dH,0 L6 EcoRI + BamHI 2.8kb (Vector) 1.9, 1.8,0.7,0.1 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : /20306

@ Confirmation of the insertion sequence DNA ( /? ng/ul) 750 ul
10x TE D3 4 ul
Date : (§022( dH,0 (24.2  ul
Total 2361‘ . 6 ul
Primer A T7
Primer B Reverse2 @® Shipping
Primer C =
List of http://dna.brc.riken.jp Conc.: 2D ng/ U 2, Volume: 4 ]
Sequencing /en/GNPclone3en.ht
Primers ] ﬁ-@um—-ﬁéﬂ-wm—'ﬂ'a-

APPROVED BY :
http://dna.brc.rikenfpAndexttm




Applied

. IRAKO47A02_A8B9_T7_C02_08_ABI24 Inst Model/Name 3500/3500 Instrument
BlosyStems IRAK047A02_A8B9_T7 Feb 26,2018 10:07AM, JST
S/N G:42 A:65 T:44 C:53 Primer A : T7 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Feb 26,2018 10:23AM, JST
KB.bcp Pts 1666 to 8706 Pk1 Loc:1634 @QV) < 4 Spacing:10.77 Pts/Panel1350
KB1.4.1.8 Caps8 5 TAATACGACTCACTATAGGG 3' Version 6.0 HiSQV Bases: 720 QV) < 40. Plate Name: 20180226_GNP
TTATACG ARG TTATGGATCAGG CCAAATCGGCCG 2G CTCGAATTCGTCG AG[AGCG G[G G
1 11 21 31 41 51 61 71 81 BQQL 91 Sac] 0 FcoRL 111
1202 Veclob < —7
601
3 AAT TTAT TATCCCTATG ATGACTG TCATAARAAGTGATTCAAGTAG TG AT GCCAG TG ATGGAAATGG TTCC TGCTCGTGGG ACAGTAATTTACCAGAGTCTTTGG AATC
141 151 161 171 191 201 221 934
BCOSSOI‘J l
1202
AAAM\M\MM[\I\MA}\ AAN\AM\[\/\/\/\ I\N\A/\!\M\M\mﬂf\ g a0
0 !\M AR
A GTTTCTGATGTTCTTCTAAACTTCTT TCCATATGT TTCACCCS TAACAGATAG CAGGS AGG AAGAGGGTGT GTCAGAG AGTGAG GATG GTGGTG GTAGCAGTG
241 251 261 271 281 291 301 311 321 331 341
1202
= il /WM\I\MANMNU\MN\/W\/\AMMA g oo MMMN\MWM
TAGATTCACTGGCTGCACATGTGAAARAACCTTCTGCAATG TGAATCCTCACTG AATCATGCTAAAGAARTACTCAGAAATGCAGAGGAAG A GCCGEE TACE AGCACATE
351 361 371 381 391 401 a11 421 431 141 151
v f\/\/\/\f\Af\/\f\l\/\ﬂ A AN l AR Nt g ‘ “ ‘ W l \
(ln N AR A A A o AN MR A AR
CCTGGAATATGAAGTTCAAT TTAGCACAT GATTGTGGATACTCCATTTCAGAAT TAI GATGACAGG AGGARAGTAGAAGAGATCAAGECAGAGTTATTTGGTCATG
461 471 181 491 501 511 521 531 541 551 561 5
1202
601 ‘ ‘
o AN AR AIA VAL A A
AGAACAACTGACTTG TCCAAGGGTTTACAGAGTCCACGGGGAATG GG ATGCAAGCCAGAAGETGT
71 581 591 601 611 621 631 641 651 661 671
1202
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Printed on: Mon Feb 26,2018 12:00PM, JST Electropherogram Data Page 1 of 2




Applied

NN, A IRAKO47A02_ABBY_Reverse 2 GO1_19_ABI24 Inst Model/Name 3500/3500 Instrument

Biosystems IRAKO4TAO2_ABBY_Reverse2 Feb 27,2018 10:07AM, JST
SIN G221 A178 TA28 C:140  primer B : Reverse2 KB_3500_POP7_BDTv3.mob G Tim Smifhesss aualiee sl Felb 27.2018 10:22AM, JST
KB.bcp , . . Pts 1728 to 8706 Pk1 Loc:1696 Spacing:10.78 Pts/Panel1350
KB1.4.1.8 Cap:19 5 GCGGATAACAATTTCACACAGG 3 yergion 6.0 H'SQV Bases: 721  (QV) <40. Plate Name: 20180227_GNP

@ T GGG ALRCHA GCTG CCEGGCCCCCC LT CG GG 1T GCCCTTATGGCCGGATCQARGCGCTG G AGAGT1
& 4.5k 21 L a1 1 71 81 91
"P'nl ﬁpo\l Byl I Bl
1066 Vector <]

533 l‘
’ mmeﬁwv | i MMMMMMMMMMMMM
SPNTTTTTTTTTTTT GTACTACACTTT GTEAC T TG GTAT GLG AGG GG GEC ™7 TP T

BCO305. Z(~ 4517)
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muht mmhunmmuumunmmulmhnﬂmmmummlmuun
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