Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN_Clone_ID : IRAK034MO01

Vector : pBluescriptR Gene | SLC30A3
Accession No. | BC028358.2 2096 bp 1..2096
cDS 1167 bp 175..1341
@ Plasmid DNA purification
Date : {30507 Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date: 130509 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (30509

DNA concentration (0.D.): 197 ng/ul
<{Expected size of fragment from BC028358.2 >

DNA 0.2 ul
Enzyme (Sacll + Kpnl ) 0.5+ 05 ul Sacll 4762, 324 bp
Buffer L 1 ul Kpnl 4010, 1076 bp
dH,0 7.% ul Sacll + Kpnl 2862bp (Vector) 1076, 824, 324 bp
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul
Date : |30510 Concentration at the time of preparation of plasmid DNA : 25 ng/ul
Primer A 13 Date : (70513
Primer B Reverse?2
Primer C = DNA (117 ng/ul) 25 0 ul
List of http://dna.brc.riken jp 10x TE (7.6 ul
Sequencing /en/GNPclone3en.ht dH,0 517.9 ul
Primers mi Tatal “q 9 o

—

APPROVED BY :
http://dna.brc.rikenjp/index.html




Applied

IRAKO34MO01_A3E2_T7_A07_01 Inst Model/Name 3500/3500 Instrument
' Biosystems IRAKO34MO1_A3E2_T7 May 10,2013 10:51AM, JST
SIN G:204 ABO T:128 C191 4 iy KB_3500_POP7_BDTv3.mob . May 10,2013 11:23AM, JST
KB.bcp Pts 1343 to 13405 Pk1 Loc:1320 Spacing:11.91 Pts/Panel1350
KB1.4.1.8 Cap:1 5 TAATACGACTCACTATAGGG & Version 5.4 HiSQV Bases: 1020 Plate Name: 20130510_DNAbank_GNP
1G “"CG CG(G 'G GCGGCCGCAT CTTCGTATA GCATACAT TATACG CTTAT G GAT(AGGCCAAATC GGCLCGAGCTCGAATTCGTCGAGAGCEG|IGGCEGGGATCT GCAGTT

1 11 21 31 41 51 61 mmﬁm SacTB1  EcoRlI 91 101 111

1102 Vector ingert
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CGGACTICCGCGCGCCACAG TCGCTGCAGTICGC TCCACTCTGGTGGCCCCGCCGCCCTGCGGGGATCCCGGGGGTCGECGGGCTGCTCGGACTTGGCBCGGGGCCGGLCLGGC
121 133 141 151 161 171 181 191 201 211 221

1102
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CTCTCTCTTCCTCGGTGGGGCCTAGACGGTCGGGGCACCGGG AACATGGAGCCCTCTCCAGCCGCTGGGGGETTGGAG CCACTCGCCTGGTGAGCCCCCGGG ACCGCGGTGGC

231 241 251 261 271 281 291 301 311 321 331 34
1102
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GCCGGAGGCAGCCTGCGTTTG TCTCTTCACAGAGCCCTCAGAGCCCCTCCCTGAGGAGTCC CCTGTGGAGATGCCCTTCCACCACTGCCACAGGGACCCCCETTCCY
1 351 361 371 381 391 401 411 421 431 441 451

1102
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3CCGCCGEGECCTTACCCCTGAGAGGC TGCATGCACGGAGGCAGC TATATGC TCCCTGTGECCGT TTECTTTGTCT TCATGGCTGGGGAGGTGGTCGGEGGGTATCTGGCACAC
461 471 481 491 501 B51; 521 531 541 551 561

1102

> il MUY

GCCTGGCCATCATCACCGATGCAGCCCACTTGC TGGCGGAT CT GGGCAGCATGATGGGCAGCCTCTTCTCCCTCTGGCTCTCCACCCGTCCAGCCACCCGCACCATGACC
571 581 59 601 611 621 631 641 651 661 671
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Applied

A\ ES IRAK034M01_A3E2_T7_A07_01 Inst Model/Name 3500/3500 Instrument
.= Biosystems IRAKO34MO1_A3E2_T7 May 10,2013 10:51AM, JST
S/N G:204 A:60 T:128 C:191 KB_3500_POP7_BDTv3.mob May 10,2013 11:23AM, JST
KB.bcp Pts 1343 to 13405 Pk1 Loc:1320 Spacing:11.91 Pts/Panel1350
KB1.4.1.8 Cap:1 Version 5.4 HiSQV Bases: 1020 Plate Name: 20130510_DNAbank_GNP
TTTGGCTGGCACCGTTCAGAGACTCTG GGGGCTTTGGCCTCTGTGGTCTCCCTCTGGATGGTCACTGGCATC CTCCTGTACCTGGCCTTCGTCCGCCTGCTGCACAGC

681 691 701 711 721 731 741 751 761 771 781

1102
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GACTACCACATCGAGGGGGGTGCCATGCTGCTGACCGCCAGCATCGCAGTCTGTGCCL CEeETG TT TGGEGCCTTIETGCTEGCACCAGGC TG GGCCCCCCEACAGCCY

791 801 811 g21 831 841 851 861 871 881 89
1102
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- AC GGG TCTAGGGGAGCAGAGTATGCACCGCTGG AGG AGGGGCC TG AR GAGCCCCTGCCCCTGG GG APACACCAGCG TCC GGG CGGCATTTGTGCACGTG LT (
1 901 911 921 931 941 951 961 971 981 991
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Applied IRAK034M01_A3E2_Reverse2_B07_04 Inst Model/Name 3500/3500 Instrument

W_Om<m.nm_.:m IRAK034MO01_A3E2_Reverse2 May 10,2013 10:51AM, JST
S/N G:274 A:139 T:192 C:33 PrinerD ¢ Bovsradd KB_3500_POP7_BDTv3.mob May 10,2013 11:23AM, JST
KB.bcp Pts 1322 to 13249 Pk1 Loc:1299 Spacing:11.61 Pts/Panel1350
KB1.4.1.8 Cap4 5 GCGGATAACAATTTCACACAGG 3°  Version 5.4 HiSQV Bases: 1000 Plate Name: 20130510_DNAbank_GNP
(ATG (C 'G ATTCGCCA GC TCGA ATTAACCCT CACT GGGRACARAAGC TG GIACCGGGCCGCCCC TCG AAGG T CAGGCCCTTATGGCCGGRATCCAGCGCTGGAG A
1 11 21 31 41 51 _\.m.:H mﬁmsh 71 81 9 fomH] 101
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Applied

'Biosystems IRAK034MO01_A3E2_Reverse2_B07_04 Inst Model/Name 3500/3500 Instrument
IRAK034MO01_A3E2_Reverse2 May 10,2013 10:51AM, JST
S/N G:274 A:139 T:192 C:330 KB_3500_POP7_BDTv3.mab May 10,2013 11:23AM, JST
KB.bcp Pts 1322 to 13249 Pk1 Loc:1299 Spacing:11.61 Pts/Panel1350
KB 1.4.1.8 Cap4 Version 5.4 HiSQV Bases: 1000 Plate Name: 20130510_DNAbank_GNP
CTCCCCGCCAC CTTTGGTCTTIGCCCACTGGGGCTG GGGCTGGGGCTGAGGCTGGGGAAACTGGCAGGTGGTAGGAGGGAGAGAGGAAGGGGTATGGACCTGGCTCE
681 691 701 711 721 731 741 751 761 7l
1020
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GTCCCGTCTCTGTGATCAGGGCAGCAGATGCTGAGAGTCTGGG GCTGAGCC TCGGCCTGGCAG TG GGGTG AGGGCAGGGCCATGGCTCAGGC TTGGGEGEGEEGETTCC
781 791 801 811 821 831 841 851 861 871 sy
1020
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TGGCAGCGCAGGCACTGGGCCATCTCCGGC TGATACTGCTCGACCTGCAGGGTGCAGCTGGAGAATCCARACC GGG AGTAGAGCCGGG ATGA (GCTTCAG
891 901 911 921 931 941 951 961 971 981
1020
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CCAGG AC GGCTTCA GG TCAGCGG TGG AGTCGATGGCCCA GG TG TGCAG AGGC AACAT(CG TAAG TGAGCGTARATGG CCCCACA GG TGCAGC
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