Genome Network Project_Full —~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAK034D14

Vector : pBluescriptR

@ Plasmid DNA purification
Date: | ¥ 10 5

Date : l8f0f7

Lot#: 7566_A8Jc

Gene ADH1B
Accession No. | BC033009.2 1805 bp
cDS 1128 bp

Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : {§1017

DNA concentration (0.D.): 50 ng/ul
< Size of fragment expected from this clone >

DNA 2 ul
Enzyme (EcoRI + BamHI ) 0.5 + 0.5 ul EcoRI 4.6 kb
Buffer H 1ul BamHI 4.6 kb
dH,0 & ul EcoRI + BamHI 2.8kb (Vector) 1.8 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@® Confirmation of the insertion sequence
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Primer A T7
Primer B Reverse2
Primer C ==
List of http://dna.brc.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml

@ Adjust plasmid DNA solution to 25 ng/ul

Date : /d[’/dZ’}Q

DNA (50 ng/ul) J0.0 ul
10x TE /80l
dH,0 [ .0 ul
Total [L0. 0 ul
@ Shipping

EiConc. - 25 ng/ U Q.l Volume : 4Q U Q
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APPROVED BY :
http://dna.bre.rikenfipAndexthtmt




~ égé’y'f?t‘éms IRAK034D14_A8Jc_T7_G01_07_ABIOS Inst Model/Name 3500/3500 Instrument
IRAK034D14_A8Jc_T7 Oct 18,2018 09:52AM, JST

SIN G:21 A:25T:21 C:31 Phses & 1 T KB_3500_POP7_BDTv3.mob Oct 18,2018 10:22AM, JST
KB.bcp Pts 1747 to 8704 Pk1 Loc:1715 acing:11.05 Pts/Panel1350
KB1.4.1.8 Cap7 5 TAATACGACTCACTATAGGG 3’ Version 6.0 HiSQV Bases: 683 (QV) < 40. Plate Name: 20181018_GNP
AT i ETTATG GATCAG GEC TCGGCCGAG CTCGAATTCGTCS AG|AGCGGETGCACT CA AG CAGAT

1 11 21 a1 41 51 61 g@l 81 SQCI EC%RI 101 111 1

1752 Bco33004. 2
- ottt T

3 G AAATCCAC GACTCACAGTUCTGC TG GTGGGCAG AGAAG CGACATGAGCACAGCAGG LAAGCAGCTGTGCTATGGGAGGT G
.21 131 141 151 161 i 181 211 221 231

K MM&MMMMWMMWMMWMMMMWWWMWWWM

CCCTTTTCCATTGAGGATGTGGAGGTTGCACCTCCTAAGGETT GTTCGCATT? TGGTGGCTGT TCTGTCGCACAGATGACCACGTGGT TAGTGGCAACC TY
241 251 261 271 281 291 301 311 321 331 341

Gray line indicates quality value Sp

1152
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GTGACCCCCCTTCCTGTGATTTTAGGCCATGAGGCAGCCGGEGCATCGTGG AGAGTGTTGGAGAAGGGGTGACTACAGTC ACCAGGTGAT? GTCATCCEGE TETTT CICC
351 361 37 381 397 401 411 421 431 441 451 46

1152
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TCAGTGTGG AT GCAGAGTTTGT CCCGGAGAGCAACTACTGCTTG AAT GATCTAGGC TCCTCGGGGGACCCTGCAGGATGGCACCAGGAGGTTCACCTG
1 471 481 491 501 511 521 531 541 551 561 571

1152
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CAGGG GG GCECATTCAE CACT TCETTGEGGEACCAGLACCTTET CEC
581 591 601 611 621 631 641 651 661 671 68

1152

576
0 vl M N e MO 0

Printed on: Thu Oct 18,2018 11:58AM, JST Electropherogram Data Page 1 of 2
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Blosystems IRAKO34D14_A8Jc_Reverse2_H01_08_ABI08 Inst Model/Name 3500/3500 Instrumen t

IRAKO34D14_A8Jc_Reverse2 Oct 18,2018 09:52AM, JST
SING:7 A8 T:9C:9 Baisses Do Baversed KB_3500_POP7_BDTv3.mob Gray line indicates quality value <. "% 2018 10:22AM, JST
KB.bcp - . Pts 1746 to 8704 Pk1 Loc:1714 quality value Spacing:11.18 Pts/Panel1350
KB1418 Cap8 5 GCGGATAACAATTTCACACAGG 3" yorgiong0 HiSQV Bases:654  (QV) < 40. Plate Name: 20181018_GNP
CCG CET C6 GGATCAGGCCCTTATGGCCGGATCCRGCGCTGG 2G AGITTT|
1 11 21 31 41 51 61 P‘PTU\II 81 91 B%QI 101 BM!HI 114 21
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TTTTTTTTTTITTTGTAGT TTTATTT T T I T TG T T GT T
31 11 151 161 171 181 191 201 211 221 231

BCO33009-2 ( ~ 1805)
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