Genome Network Project_Full —Length cDNA clone

RIKEN clone ID: IRAK034A15

Vector : pBluescriptR Gene PPP3R2
Accession No.] BC030595.2 | 3401 bp 1..3401
CcDS 522 bp 72..593
@Plasmid DNA purification
Date : [20]2bh Culture :LB (100 ug/ml Ampicillin) _5 ml —37°C O/N
Date : {202k Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : 20|26

DNA concentration (0.D).___ | Z 5 ng/ul

DNA [ ul
Enzyme (Sac I +Kpnl) 0.5+0.5 ul
Buffer L 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

IMarker:Z—Log DNA Ladder (NEB#N3200L)
kb

<Expected digestion pattern from BC030595.2>

2862, 1508, 1154, 867 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

- uncut

.

Date : /2 ¢/ 3/ Shipped : 25 ng/ul, 40 ul

|Fina| concentration: 25 ng/ul i

TR o
2N IS
(41 9 8

DNA (2% ng/ul) 56 ul
10x TE 4y 3l
dH,0 294, % ul

Total ¢23 [ ul




Applied

Bi osystems IRAKO34A15_T7_A05_02 Inst Model/Name 3500/3500 Instrumen
IRAKO34A15_T7 Jan 27,2002 09:41AM, JST
S/N G:437 A:268 T:233 C:278 KB_3500_POP7_BDTv3.mob Jan 27,2002 10:22AM, JS1
KB.bcp Pts 1578 to 12597 Pk1 Loc:1555 Spacing:11.47 Pts/Panel135(
KB .._ 418 . Cap:2 B . B Version 5.4 HiSQV Bases: 505 - . Plate Name: 20120127_mi>
T GC 3 G AT CTTCG TATAGCATACATTATAC m GTTAT m GATCAGGCC TCG m_.u CGLG CT m G'GCGGGEGGTACG AGCCCCC
1 5 25 29 33 37 41 45 49 53 57 61 65 69 73 77 81 mw 89 93 7 101 Sm 109
] ¢ EceRI vecter —nsent
| 1108 R & |— Insei
. VL W P VTTLI %:5 as\éis 3/%, >§§</§ a%%
0 . >>>D> A 25
CCCGAGCTCACCGCECRTGE TCCE o e 04 CCCTTTG AGCCGTGGCCGTTGCC TGTCCAC IGGG SGAGGCC TACC CGG TG CTCCEAC T
113 117 121 125 129 133 137 141 145 149 153 157 pmw 169 173 177 181 185 189 Eu 197 MS Mom MS NS 217 NMH
1108
554
%%z% g;%;z% % My
o z.cw
2 1 I'G R GGCTGGGC GG T TT C: TCAGGGTCTCTG A GCGTGGAGG TGFCCCTGCCGGE AGCTGCGCCAC CCCGET!
225 wa 233 237 241 245 249 253 257 NE wa wa 273 277 281 285 289 293 297 301 309 313 317 321 325 329 333 3%
1108 . :
S ) %é? al alu |
0 b\ > >> >> A >>>>>%.,}>>> >>>>>>\<<<</>>>D>>>>>D>>D>D>>>>>>>>>>>>>>?)>> ADAAAL
GGTGCGGCGE "GTG "TCGACGTCTTC CAhCCGRCGGEGTG ATGG AG GTGGACTTC TTCATCCTGGGE GAC Bl TTCAGLC GETC GGGCGACG "GGAGCAG G
7 341 345 349 353 357 361 wmm 369 373 377 381 385 389 393 397 401 405 409 413 417 SH 425 429 433 437 441 445 449
1108
554
O FAVAV -V AV W WGV o\ . P . . r - r i s
[ TGAGGTTTGCGT TCAGCATTTAC GAC ATGG AT G AT GG CTACAT TTCC CGGGG 'GCTCTTCCAGGTGCTG G TG ' TGGTGG GC CC TG G CTEGGCT
453 457 461 465 469 473 477 481 485 489 493 497 501 505 509 513 517 521 525 529 533 537 m.j, 545 m:umw)mmw 557
1
1108
554
0
1108
| 554 .
L0

Printed on: Sun Jan 27,2002 12:56PM, JST Electropherogram Data Page 1 of :



Applied

i IRAKO034A15_Reverse2_B05_05 Inst Model/Name 3500/3500 Instrumen
i o Roverse2 Jon 272002 01, S5
KB.bcp Pts 1537 to 12833 Pk1 Loc:1514 Spacing:11.35 Pts/Panel135(
_Am l_..n..._.w m,._numnw“m T S ATH .“ G ; CE G CTFrCe A coosTeac T mMmmﬂm_O:mm‘A Inm_mnu(mmwm.__mm WBM_Q reBl ol s o el e ol 1 .v.m. GGATCAGGCCCTTATG G _U_mm_..a.,_imul:.,.lm_f NMANM‘_ Nﬂm_.“_u
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