Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN Cione_ID : IRAKO34A02

Lot#: 7566_ATF7

Vector : pBluescriptR Gene MOBKL2C
Accession No. | BC026078.2 2812 bp
cDS - bp

@ Plasmid DNA purification
Date: {70607

Date : |70608%

Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

ng/ul

Date : \7000%
DNA concentration (0.D.): hZ
DNA 17 ul
Enzyme (EcoRI + BamHI ) 0.5+ 0.5 ul
Buffer H 1 ul
deo ‘3-3 UI
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@® Confirmation of the insertion sequence

e
et
—
EE———
e
—_—
o —

Date : | TOLI
Primer A T7
Primer B Reverse?2
Primer C =
List of http://dna.brc.rikenjp
Sequencing /en/GNPclone3en.ht
Primers ml

< Size of fragment expected from this clone >

EcoRI 5.6 kb
BamHI 5.1, 0.51 kb
EcoRI + BamHI 2.8kb (Vector)

2.3,0.51 kb

Ecokl

BamHI

u-c
E(.ORI" BAI&HI

@ Adjust plasmid DNA solution to 25 ng/ul

Date :

DNA (_ 5Z. ng/ul) 4.0 ul
10x TE 153 ul
dH,0 bf.6_ul
Total |53\(,1 ul
@® Shipping

|!i Conc. : 25 ng/ U 2,
-H-QUHEEH'E!LH-“,

Volume : 4Q_u 2
Soorhmere=: H-ﬂ—

APPROVED BY :
http://dna.brec.rikenipAndexhtmt




pplied

IRAKO34A02_A7F7_T7_D03_12_ABI24 Inst Model/Name 3500/3500 Instrument
osystems L] _T7_D03_12_,

B' sys & IRAKO34A02_A7F7_T7 Jun 14,2017 02:09PM, JST

S/N G:355 A:402 T:317 C:491 oy 4 - o KB_3500_POP7_BDTv3.mob Gray line indicates quality value _ JUn 142017 02:24PM, JST

KB.bcp ) Pts 1756 to 8706 Pk1 Loc:1724 Spacing:10.66 Pts/Panel1350

KB1.4.1.8 Cap:12 5 TAATACGACTCACTATAGGG 8 Version 6.0 HiSQV Bases: 713 (QV) <40, Plate Name: 20170614_GNP

CTTLCG TATAG CATAECAT TATACG GTTAT GGATCAGGCC TCGGCCGAGCTCG TTCGTCGAGIAGCGGRG TGT GAGGGATTTTG

1 11 21 ﬁqx? 1 BAT %l EcofL . BCOXO78.2 (1)

1154 ctor
0

GAAGCACTTGCCCCALGCAGAGTTT TGGAG LT GGC TG AAGCACAG TCTCTTTGCTCTGG CTGGGGTCCCACCCTG GGGACTTCTTTGGGTGAGAAGTTG AAG
T4 121 131 141 161 171 191 201 211 221

o WMMWWMMMMM\MAMWWMWWWMMMWMMM

GTCGGGATAGATGAGATGACCTT TCACATC TG GTATCCTCAGETCCGAGCCCCTGGACAGCAGCCCCAGGCGCAGCTGGCCATGGCCCTGTGCCTGAAGCAGGTGTTEGCC

i “‘th“*m“t‘ b
277 GGCTACCACCC GGGG AGAACATCGACGACTGE *T CGCCGTGCACGTGG TG GACTT CT TCAACCGCATCAACCTC TC CGGCACT mecec GCGCT GCGG ‘

4 Moo W resesprmpei e sV

CCAGCTGECCCGGTCATGEGECLCGEG GCEGGGECCECGCTAC
561 571 581 591 601 611 621 631 641 651 661

1154
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Applied IRAKO34A02_ATF7_Reverse2_E03_15_ABI24 Inst Model/Name 3500/3500 Instrument

“ 2 Biosystems IRAKO34A02_ATF7_Reverse2 Jun 14,2017 02:09PM, JST
SIN G141 A159 T 152 C:238  pii o) B Reverse? KB_3500_POP7_BDTv3.mob Gray line indicates quality value _ Jun 142017 02:24PM, JST
KB.bcp Pts 1777 to 8706 Pk1 Loc:1745 Spacing:10.88 Pts/Panel1350
KB14.18 Capi15 5 GCGGATAACAATTTCACACAGG 3 version6.0 HiSQV Bases: 642 (@V) < 40. Plate Name: 20170614_GNP

GT GGG & GCTGGETACCG GG CCCCCCCTCG GG'TCAGGCCCTTATGGCCGGATCCJAGCGCTGG AGAG|]
1 12, 21 3L 11 51 kp{nl 61AP>'1 Gl 81 BQQI 91 Ba,mHl 101 11L

932 Vecls ==

466

0 A J

‘TTTTTTTTTTTTTT'}GCTTT GTTTGCECTTTTAT TT TACE T c C T GTCTTCCCTCTGT:TTC T T TTPTEE CeCegTCeee ST AT CEEA G T
. 121 141 151 161 171 181 191 201 211 221
BC26078-2 ( ~ 28]2)

932 ‘

466
o AR SRR it oAt

GECEET TEECCAEAGEC TAG TCCAT CATE C GTCACAGCACTCTGGG GCTCC TACCC TCGETCEACAGECTE TGGL GCTGCCAGGCCACTCTGGAGGCGGCAG
231 241 Z5] 261 271 281 291 301 F1 321 331 .

932

466

st otttV oM

GGCAG GTCCCAGGCCCAGCTGGCTGGGCCC GAGCTCCATCTGTTITCCCC GTACAGGCAGCTTCTAGGCCATTG AGTGG GGCATGATATTGGATGCTTGGCTCAGG
341 351 361 371 381 391 401 411 421 431 441 451
932

é%duAhunnhuuuﬂn A o N

EIECICAGL € cee GGG GCAGTG GG ACATGTTGGCCTC

461 47: 481 491 5071 Bl 521 531 541 551 561
932
71 581 591 601 611 621 631 641 651 661
932
466
0
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