Genome Network Project_Full —Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAK033A07 Lot#: 7566_B0OGd
Vector : pBluescriptR Gene SLCO6AI1
Accession No. | BC034976.2 2357 bp
cDS 1974 bp
@ Plasmid DNA purification
Date : 2007, 15 Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date : 70.,07,16 Purification : QIAGEN Miniprep kit —=> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 20.0 7. b

DNA concentration (0.D.): 277 ng/ul

< Size of fragment expected from this clone >

DNA 0.\ ul
Enzyme (EcoRI + BamHI ) 0.5 + 0.5 ul EcoRI 5.2 kb
Buffer H 1 ul BamHI 5.2 kb
dH,0 7.6 ul EcoRI + BamHI 2.8kb (Vector) 2.4 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DO @6 %frna:::r
Marker : 2-Log DNA Ladder (NEB#N3200L) 3EcoRl
@:BamHI

(B):EcoRI + BamHI

@ Adjust plasmid DNA solution to 25 ng/ul

Date_-.'zo.c‘vé’-f)jO

@ Confirmation of the insertion sequence DNA ( 177 ng/ul) Fh.0
~ 10x TE 95,2  ul
Date : 20.07.2| dH,0 1706 ul
Total 52 g ul
Primer A T7 ? '
Primer B Reverse2 @ Shipping
Primer C =
List of http://dna.brec.riken jp Conc.: 25 ng/ U 2,  Volume : 4 2
Sequencing /en/GNPclone3en.ht
Primers mi e e

APPROVED BY :
http://dna.brc.rikc I.__ipi/;lldCA.htIH!




Applied 7566_IRAK033A07_B0Gd_T7_C01_07_ABI24 Inst Model/Name 3500/3500 Instrument

PRI=ystenms 7566_IRAK033A07_BOGd_T7 Jul 21,2020 02:01PM, JST
SIN G:165 A:1149 T:101 C:200  Primer A : T7 KB_3500_POP7_BDTv3.mob Gray line indicates quality value V212020 02:19PM, JST
KB.bcp 5 TAATACGACTC ‘ , Pts 1797 to 8411 Pk1 Loc:1765 4 Spacing:10.03 Pts/Panel1350
KB14.18 Cap7 B 12 TCACTATAGGG 3 Version 6.0 HiSQV Bases: 669  (QV) <40. Plate Name: 20200721 GNP
TTATACG AAGTTATGG RTCAGGC (F ATCGGCCGAGCTCG TTCGTCG AGA2GCGGGTTTTGCCTCCTGCC
1l 10 19 28 37 46 B5 64 F&e l 73 SQCI 82 ECORI 91 100 109
1090
545
CTAGG AG CGTTCGCTCTGGAGGCTTGGGCGGC GAGCCCCTTGTGGCCACCGAG TCCTCCG ACGCCCTCGCCAGGCTGGCCTTTGGGTTGGCCCAGGCAGG CGGGC GCH
118 127 136 145 154 163 172 181 180 199 208 217 226

1090

- mmummumhuluummnmlmmmnuumh.umhmmuhmﬂmmmmmlhnmu

cGAGRAGCACTCGGGCCGCGTCGCCAGG AGCCGCCCAGGG TG AGCCATG TTCGTAGGCGTCGCCCGGCAC TCTEGGG AGCCAGGATGAAGTC TCAAGGGGAGTAGAGCCGCTGG AGGY

oot o o
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CTGTGAGTGTTGCAATAACATTCGCTGC TTCATGATTTTCTACTGCATCC TG CTCATATGTCAAGG TGTGGTGTTTG :
568 &7 586 595 604 613 622 631 640 649 658

1090
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Blogslllsegms 7566_IRAKO33A07_B0Gd_Reverse2_D01_10_ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRAKO33A07_B0Gd_Reverse2 Jul 21,2020 02:01PM, JST

S/N G:191 A:207 T:165 C:207  Primer B : Reverse? KB_3500_POP7_BDTv3.mob Gray line indicates quality valye  Ju21:2020 02:19PM, JST
KB.bcp I . PIs1789108431 Pk Loci1757 ) : Spacing:10.06 Pts/Panel1350
KB1418 Cap:10 5 GCGGATAACAATTTCACACAGG 3'  version6.0 HiSQV Bases: 625 QV) < 40. Plate Name: 20200721_GNP

CTARAAGGG ARCAAAAGCTGGTACCG GG CCCCCCCCTCG AGGATCAGGCCCTTATGGCCGGATCYQAGCGC TG G

1 10 19 28 ‘nl Apafil 91 Hmﬂll 0 1

1096 Vector é—1—
mwmmwwmmw Ll
0 |

QT TTTTTTTTTTTTTTTGT TTCACAATAGG ACARCTTTATT AATGCAGARTCACCATA TATATTTTTGECTACTTATGTAR \ATGTGTGATTTTCCTCTTC TG
118 127 136 145 154 163 181 190 199 208 i

L Be034976:2 (v 2357)

;ZMMMMMMMmmmmMMMMmmAmmmmumMMmmmumhMmmhl

AGTTGGGCACAGAAZ AARTCTTGG AG AATC TGTAA ACTCCTTTTCACACTETGATCCTC TGATCTGCAATCACAATGATGATCCAGTTACAAGTCAGT T TTC
226 235 244 253 2 271 280 289 298 307 316 325 334

1096

- luuﬂhuwhhm uhl,.hmlumJAm lh“huuLm,“.AluuM“mhuﬂmu‘hlhihumuumdﬂ

TTCTTTTTTETTAACTT TTGGAT TCTTCACAG TTACATC TG GGAAGTCAGTGT TCTCATTTAGACG ACGTT TGTATATG AAI TAGTAGT GAAGATGATAGTGCAT?
343 352 361 370 379 388 397 406 415 424 433 442

1096

?8lMMMmMMMMMmmmmmmMMMMmmhmhmmmmmmmm&mm

GT TTGCEZ AAARACATATTCC TACCAAT ! \GCCATT PTITETCT TETTATATATCCAACAACGTICEC TETS TG TECCACAT T TATTAACAT CC GG TARA )
451 460 469 478 487 496 505 514 523 532 541 550

Lu

1096
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AGTTTECTECTGACA
559 568 S, 586 595 604 613 622 631 640 649 6

1096
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