Genome Network Project_Full -Length cDNA clone

RIKEN Clone ID : IRAKO032121

Vector : pBluescriptR Gene SLC16A1
Accession No. BC026317.1 3261 bp
cDS 1503 bp
@® Plasmid DNA purification
Date: 22.02.0) Culture : LB (100 ug/m! Ampicillin) 5 ml => at 37 deg C over night
Date : 2.2 02.02 Purification : QIAGEN Miniprep kit —=> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 22.02.02

DNA concentration (0.D.): 2\ 7 ng/ul

Gene Engineering Division RIKEN BRC

Lot#: 7566_B2As

< Size of fragment expected from this clone >

DNA 0.3 ul

Enzyme (EcoRI + BamHI ) 0.5 + 0.5 ul EcoRI 3.5, 1.2, 0.9, 0.6kb
Buffer H 1 ul BamHI 6.2 kb

dH,0 7.7 ul EcoRI + BamHI 2.8kb (Vector)
Total 10 ul

1.2,0.9, 0.7, 0.6 kb

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

(D):Marker
@:uncut

@):EcoRI
@:BamHI
(B):EcoRI + BamHI

@ Adjust plasmid DNA solution to 25 ng/ul

Date :
@ Confirmation of the insertion sequence DNA.( 2 \ 7 ng/ul) ?0\0 ul
10x TE [ ] ul
Date : 0 () .03 dH,0 977.1 __ul
Total /194, 2. ul
Primer A T7
Primer B Reverse?2 @® Shipping
Primer C -

List of http://dna.brc.riken.jp dConc. .25 ng/ 12  Volume : 40 ¢ Q0

Sequencing /en/GNPclone3en.ht

P m Flotre—=——ng/pilr=—yommer=—-4%

APPROVED BY :
http://dna.brc.fiken.jp trdextmi
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7566_IRAK032121_B2As_1_T7_C01_07_ABI24

Inst Model/Name 3500/3500 Instrument

B|o
systems 7566_IRAK032121_B2As_1_T7 Feb 03,2022 09:36AM, JST
SIN G:340 A:371 T:243 C:364  Primer A : T7 KB_3500_POP7_BDTv3.mob Gray line indicates quality value _ FoP03:2022 09:52AM, JST
KB.bcp o A (1L A (1 et . Pts 1718 to 8707 Pk1 Loc:1686 i Spacing:10.97 Pts/Panel1350
KB14.18 Cap7 5> TAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 684  (QV) < 40. Plate Name: 20220203_GNP
ACTTCGTATAGCATACAT TATACGAAGTTAT GGATCAGG CC "TCGGCCGAGCTCGAATTCGTCG AGJAGCGGIAE .GTGGTGAGC TG C|
1 8 21 31 41 51 61 71 8 91 101 111
Loxp 01 Sacl *Eepl 101
9 L BCpot3IT. 2(2~)
60 Vects
480 ‘
0 ‘ NV
SACGTGACTGGCTAGCTGCGTGGGTACTG G CGAGGCAGCGAGCGAAGGACGG GAGCCGG ACCCTGGGLCCCLCGTGG ETCCAGCGCTE CGECACCAGGTCACGCAY
121 131 141 161 171 181 191 204, 211 221
960
10
CACGCTCGGCGCTGCGATCCGCGCATAT? CEATATTTGGATT TG RACC PEGEATT TG CGAAT TTAY CTACRCT T \ TGCCACCAGCAGTTGGAGGTCCAGTTGGATACACCCCC
231 241 251, 261 297 281 291 311 321 331 341
960
WKA/\[\[\/W\/\N\!\/\/\N\!\/XM\NW\M f\ﬂ pualll
0
CCAGATGGAGS GECTGEG G L TG EGLCAGTG GTAAT TG GAGC TT TCATT TCCATCGGECTTCTCTTATGCATTT CCCA 4T LT RCTETCTT CTTE AGAGATTG: GGTATATTC
351 361 271 381 391 401 411 421 431 441 451
960
480 ‘ ‘
CATGCCACCACCAGCGAAGTGTCATG GATATCCTCCATAATGT ITGGCTGTCAT GTATGGTG GAGGTCC TATCAGCAGTATCC TG GTGAAT TATGGAAGTCGTATAGTCAT
461 471 481 491 501 511 521 531 541 551 561
960
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! GATTGTTGGTGGCTGCTTGTCAGGCTGTG
571 581 591 601 611 621 631 641 651 661 671
960
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