Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAK029014 Lot#: 7893 A8D;
Vector : pPCMV-SPORT6 Gene GABBRI1
Accession No. BC042598.1 4074 bp
cDS 2535 bp
@ Plasmid DNA purification
Date : /80423 Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night
Date: / §0 Yol Purification : QIAGEN Miniprep kit => dH,0O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : ng‘rLlLll

DNA concentration (0.D.): [0 ng/ul
< Size of fragment expected from this clone >

DNA 0.7 ul
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 8.4 kb
Buffer H 1ul Xhol 8.4 kb
dH,0 7.2 ul EcoRI + Xhol 4.3kb (Vector) 4.1 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
(kb)
10.0
8.0

6.0
5.0

4.0
3.0 2.0 [tb]
15
1.2 -
i 3.0
fofe ==
0-5 —

@ Adjust plasmid DNA solution to 25 ng/ul

Date : L0425

@ Confirmation of the insertion sequence DNA (/%0 ng/ul) 90- 0 ul
10x TE g 9
Date : /f0%425 dH,0 363.4
' Total 50%.0 ul
Primer A Reverse2
Primer B M13 @ Shipping

Primer C .
List of http://dna.bre.riken jp IE iConc. - 29 ng/ U 2, Volume : 4Q U Q

Sequencing /en/GNPclone3en.ht
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Applied IRAK029014-A8Dj-Reverse2_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument

Blosystems IRAK029014-A8Dj-Reverse2 Apr 25,2018 12:11PM, JST
KB.bcp Pts 1685 to 8498 Pk1 Loc:1653 Spacing:10.39 Pts/Panel1350
KB1.4.1.8 Cap:1 5 GCGGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 709 (QV) < 40. Plate Name: 20180425_GNP
AAGTT TGTACAA ARAAGCAGGCTGGTACCGEGTCCG GARATTCCCGGG ATATCG TCE AT CACGLG TCCGIGAGG AG AG T
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CCCCGGCACCC TCTTAGCAGCECCTOCCCAGEG ARAAGTGTCCCCCCTG AGCTCE TAACGC T CCECAACAGCTACCCECTGCCCCCCACGCCATGG GG CCCEGEGCCECT TTTGCECC
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351 361 371 381 391 401 411 421 431 441 451
912
456 ‘ ‘ ‘
: il LW |
STCCTCAGAACGGCGCGCAGTGTACATCGGGEGCACTGTT TCCCATGAGC GGGGGCTGGCCAGGGGGCCAGGCC TGCEAGCCCGCGGTGGAGATGGCGCTGGAGGACGTG !
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pplied

Blosystems IRAK029014-A8Dj-M13_B01_02_ABIO8 Inst Model/Name 3500/3500 Instrument

IRAK029014-A8D}-M13 Apr 25,2018 12:11PM, JST
SIN G:47 A:59 T:50 C:70 Primer B (M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Ap r25,2018 12:25PM, JST
KB.bep — , . Pis 1685 to 8489 Pk1 Loci1653 Spacing:10.25 Pts/Panel1350
KB1418 Cap:2 5 GTTTTCCCAGTCACGACGTTGTAS  yersion6.0 HiSQV Bases: 692 (QV) < 40. Plate Name: 20180425_GNP

GCTGGGTACGCGTAAGCTTGGGCCCCT
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