Genome Network Project_Full —Length ¢cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAKO29N08

Lot#: 7893_B0Jj

Vector : pPCMV-SPORT6 Gene FLJ38984
Accession No. BC026909.2 2567 bp
cDS 690 bp

@ Plasmid DNA purification

Date :20 . (0. 19 Culture : LB (100 ug/ml Ampicillin) 5 ml —> at 37 deg C over night

Date: 20.10. 20 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 20,10, 20

DNA concentration (0.D.): Q | ng/ul

< Size of fragment expected from this clone >

DN e, Ll
Enzyme (EcoRI+ Xhol) 05 + 0.5 ul EcoRl 8.1, 18 kb e,
Buffer H ‘!ul Xhol 6._9_kb _______________________
dH,0 o ul EcoRl + Xhol 4.3kb (Vector) 18 08kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer (P:Marker
@uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) @:EcoRI
(kb) @:Xhol
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o @ Adjust plasmid DNA solution to 25 ng/ul
Date : 21.0b. 02
@ Confirmation of the insertion sequence __D_!_\I_&__(M} ________________________ f? t{xoui
A0xTE JL3
Date : J|.(3.22 dH,0 (5. ul
Total 313.0 ul
Primer A Reverse2
Primer B M13 @ Shipping
Primer C =
List of http://dna.bre.riken jp Conc.: 29 n 2 lume : 4 '}
Sequencing /en/GNPclone3en.ht
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Applied

Bi osystems 7893_IRAK029N08_BO0Jj_Reverse2_C03_09_ABI24 Inst Model/Name 3500/3500 Instrument
' 7893_IRAKO29N08_BO0Jj_Reverse2 Oct 21,2020 09:50AM, JST
S/N G:270 A:268 T:141 C Primer A : Reverse2 KB_3500_POP7_BDTv3.mob Gray line indicates quality value Oct 21,2020 10:05AM, JST
KB.bcp — g Pts 1740 to 8706 Pk1 Loc:1708 ; Spacing:10.41 Pts/Panel1350
KE1418 Capo 0 GCGGATAACAATTTCACACAGG 3 Version6.0 HiSQV Bases: 673  (@V) <40, Plate Name: 20201021_GNP
o \G TT TG TACH AAGCAGGCTGGTACCGGTCCGG AATTCCCG GG ATATCG TCG ACICCACG CG TCCGCGG ACG)

1 2 51
: : ' " attBl kph 1 EtoR1 Smal FeoRT  Sal P!l MAul 190 wful

= WWMMMMMWWMWM

CGTGGGICGCGG AGACGCCCAGG CCGAGG AACCCCCAGCCCAGGGACTAGACACCACCAGGGCCGGGCGGAGCCAGAGCCAG ACGCGCCGGAGCGGGELCGCCTCTACGCCEGCTA
111 121 131 141 15, 161 171 181 191 201 211 2z

> pc026909.2 ( LD

R e e

GATGTTCGCCATCCAGCCAGGE CTAGC TGAGGGGEGGCCAATTCCTGGE GG ACCCACCTCCTG GATTAT GTCAGCCCGE AGCTCCAACCAGACAGCAACTCCAAC TTCATGGCA

21 231 241 251 261 291 281 291 30 11 331
986
0

BGEC TGCTAACGAGAATTG GC TGGG TGCCAGGCAGAGTGG AACCTATCCTG GG GG GCICCTCTG GTCACECT ECTGACAACE GCCIICC GGC,CCCTGG T RO

351 361 i, 381 391 401 411 421 431 441 4

341
986
493
0

CTGAGGAAGGGGTGCGCAGCCCCCCAGAGGGGGCAGAGATTCCCGGGGCTGAGCCTGAGAAGATGGGTGGTGCTGGCACAGTC TGCTCCCC TCTGGAGGACAACGGE TATGCC

51 461 471 481 491 501 511 521 531 541 551 561
986
493
O v L\ A ‘ L
AGCAGTTCCCTGAGCAT TGACAGCCGTAGCAGCAGTCCTGA .
571 581 591 601 611 621 631 641 651 661 671
986

Q
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Applied ,
BioSystems 7893_IRAK029N08_B0Jj_M13(-40)_D03_12_ABI24 Inst Model/Name 3500/3500 Instrument

7893_IRAKO29N08_B0Jj_M13(-40) Oct 21,2020 09:50AM, JST

SING:129A143T:96 C:146 p.i . 1 - M13 KB_3500_POP7_BDTv3.mob Gray line indicates quality value  OCt 212020 10:05AM, JST
KB.bcp Pts 1746 to 8706 Pk1 Loc:1714 Spacing:10.5 Pts/Panel1350
e B O o Torda s SErEeEaEaos i e LT AEGEL AP

1 1 21 a1 T MWL HdE Ppalsixhl % Mal otl 151
1128 Uec'[ok
. Bcozgqoq 2 256?) 141 151 161 171 e 191 201 211 221
uuuuuuuhmlmmmmmuduul.m,lmulhmmumumuuLummuuuumhAmm
1128
lunnnllhmnmmuunl.mhmhmum, hmlhLmumlmmlmAhhlmlm,hmmn
. 41 51 361 F. 2 1; 401 411 421 14] 451
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1128

Wt M R G U

ATCTCCAGAGGCT TAGGCT GACACTGTCCCCTT
571 581 591 601 611 621 631 641 651 661 671
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