Genome Network Project_Full —Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone_ID : IRAK029C13

Vector : pPCMV-SPORT6 Gene SLC7A5
Accession No. | BC042600.1 | 4552 bp 1.4552
cDS 1524 bp 67..1590
@ Plasmid DNA purification
Date: (2217 Culture : LB (100 ug/ml Ampicillin)_5 ml —> at 37 deg C over nigh
Date: {212 (8 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: (212138

DNA concentration (0.D.): 94 ng/ul

DNA 0\5 ul
Enzyme (EcoRI + Xhol) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.7 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<{Expected size of fragment from BC042600.1 >

4339, 3365, 701,529 bp

@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul
Date : /9) 0//0 Concentration at the time of preparation of plasmid DNA : 25 ng/
Primer A Reverse2 Date: /30///
Primer B M13
Primer C - DNA (_19%  ng/ul) £3.0 Ul
List of http://dna.brc.riken 10x TE L4 % ul
Sequencing Jp/en/GNPclone3e dH,0 494 .4
Primers n.html Total L LY O Ul

APPROVED BY :
http://dna.brc.riken jp/index.html




».m Applied IRAK029C13_Reverse2_A07_01 Inst Model/Name 3500/3500 Instrument

Biosystems
y . : IRAK029C13_Reverse2 Jan 10,2013 10:42AM, JST
S/N G:225 A:100 T:130 C:179 Primer A : Reverse2 KB_3500_POP7_BDTv3.mob Jan 10,2013 11:09AM, JST
KB.bcp , , Pts 1439 to 14370 Pk1 Loc:1416 Spacing:12.59 Pts/Panel1350
KB1.4.1.8 Cap:l 5 GCGGATAACAATTTCACACAGG 3 \ersion 5.4  HISQV Bases: 1011 Plate Name: 20130110_mix
CA T ACA ﬂ.,u..w, G CTIAT Hﬂwm@e.mmomnﬂmﬂwmmwowwmeaﬂmﬂmowwmuwwonwmmnﬂomewoommHoomm,,.r_?mh,.hooommOur.ﬂ,‘,,,ﬂomeommooownmomﬂnommommomn
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GCACAC TG CTCGC TGGGCCGCGG CTCCCGGG TGTCCCAGGCCCGGCCGGTGCGCGGAGCATGGCGG GTGCGGGCCCGAAGCG GCGCGCGC TRGCGGCGCCGGCGGCLG AGG ]

3 1.1.8 127 136 145 154 163 172 181 190 199 208 2179
1300
650
0
GAAGGAAGAGGCGCGGG AGAARGATGCTGGCCGCCARGAGCGCGGACGGCTCGGCGCCGGCA GGCG AGGGCGAGGGCGTGACCCTGCAGCGG?2 ACATCACGCTGCTCAACGGCG1
226 235 244 253" 262 271 280 289 298 307 316 325 334
1300
650
5 A
CCCCATCATCGCGTEGCGGGACCATTATCGECTCEEGCATCTTCGTGACGCEC CAC GG GCGTGC TCAAGG LGGCAGGCTCGCCGGGGCTG GCGCTGGTGGTGTGGGCCGCG TGCGGC(
343 352 361 . 370 379 388 397 406 415 424 433 442
1300
- éggésiggégé%z%é
; \
TCTTC TCCATCGEGTECEGCEGCECTCTGC TACGCGEGAGCTCGGCACCACCATCTCCADAATCGGGEG GCGACTACGCCTACATG UTECAGGTCTACGGRGCITEEGETGEEEGEETTE G
451 460 469 478 487 496 505 514 523 532 541 550 559
1300
650

0 A

JAAGCTCTGGATCGAGCTGCTCATCATCCGGCCTTCATC GCAGTACATCG TGGCCCTGGTCTTCGCCACCTACCTGCTCARGCCGCTCTTCCCCACCTGC CCGG TGCC CGAG
568 577 586 595 604 613 622 631 640 649 658 667
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»wm Applied IRAK029C13_M13(-40)_B01_04 Inst Model/Name 3500/3500 Instrumer

Biosystems

y IRAK029C13_M13(-40) Dec 21,2012 02:46PM, JS

SIN G:69 A:43T:47 C:56  Primer B : M13 KB_3500_POP7_BDTv3.mob Dec 21,2012 03:13PM, JS

KB.bcp , , Pts 1275 to 13447 Pk1 Loc:1252 Spacing:11.99 Pts/Panel135

KB14.18 Cap4 5 GTTTTCCCAGTCACGACGTTGTA 3" yersion5.4 HiSQV Bases: 982 Plate Name: 20121221_GN
CAGG (CAG G (C "AGC .HH.NL.Q_UW..H.H»OOTOHmTO‘HWHWOOQWOA.N.‘O‘HHH_Q TACAAG ARAGC TGG GTA \CGC GTAAGCTTGGGCCCCTCGAGGGTFE ITACTCTA GAGCGGLCCGCCCITT
1 i 21 31 41 51 61 T 81 VA\QH 91 101 Aot L 111
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Mwm DO A5 0N AL A et /\ / .-,:Ee.r.!;;::::rr:::::—

TTTTTTTTTTTTT GAT GRTTGAGTGTTTCTTTAAARRTRAARRL ACCCCRCRARARRRAGCCAGAR CACCCTACCCRACCCEAGCCCAG TGTAACAGGTTAGCCATTAACACAGAAT!
121 131 141 1.5 161 171 181 191 201 211 221

1310

g%%%%%%%% gig%?%%%>>§g§;§>§§§g§§§§

ARGAA GGTCCCAGCCACACACGTCATTACT CGGCAGAGGGTGTCCAGCCTGGTCGGCCGACGTCACA GTGGATGGCCCTGCG TGGCTGGGACACAGACAGGGAGCAGGCATG

231 241 251 261 271 281 291 301 311 321 331
s %%s z%?gg >>>
655
55 o Wl et A A Ao s i %?%%;%%\S%;gb
CACCTGCGCCACGCAGA \GCAGCAAGGCTGA GC AT GACCA CTGGAAATAAATAAA CATGGTGCCGACRGCA \TCTT TAARATTAGTAAGACGTTA \GCACARAAACAA! \ GCACAA
341 351 361 371 381 391 401 411 4271 431 441 451
1310
655 »
) \ »»».»»»»»»»»»»»h»».»» AV AAAAAAAAA M AAL
G & OHOn.w..uw.ﬁmOaOHHOOHHGHHm.H_OOHOOOHHOHOOH TGE A ARARCCTGRAGCCCACARAGT ,‘.Pp.OOOOﬂOOOOFOmHHHOHOWOHOOFOHOHDOWOWW.ﬂ_m.‘m.vmmmunmo,n
461 471 481 491 501 . Bl 521 531 541 551 561
1310
o> ] Nl Nyl
AR : IATAAR A W s W e
AAATCAAGTCTTCT GAGACAG OOOHOOOOHOOOOOHOOHOOOHQHOQW‘MHHOO@.OOTOW OOur,OO.H_OQOOQMOOOQO‘PM.OOWODO OHOWOHOMQOJOOOOOOO.,.‘.O‘D‘OOO
571 581 591 601 611 621 631 641 651 661 671
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