Genome Network Project_Full —Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN Clone ID : IRAK027M09

Vector : pPCMV-SPORT6

@ Plasmid DNA purification

Date : (70314

Date: (70%3(6

Lot#: 7893_ATHI

Gene SMN1
Accession No. BC015308.1 1525 bp
cDS 885 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Culture : LB (100 ug/ml Ampicillin) 5 ml -=> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

< Size of fragment expected from this clone >

1.6 kb

Date: [T08 16
DNA concentration (0D.):__ 225 ng/ul
DNA C’\ Lf' UI
Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 59 kb
Buffer H 1 ul Xhol 5.9 kb
dH,0 7.6 ul EcoRI + Xhol 4.3kb (Vector)
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : l703l3
@ Confirmation of the insertion sequence DNA (225 ng/ul) J4o0 ul
10x TE 754 ul
Date : [108]T dH,0 TR
Total 755\0 ul
Primer A Reverse?2
Primer B M13 @ Shipping
Primer C St rrmTrpTTe Tl
List of http://dna.bre.riken jp ﬁCOHC. - 25 ng/ it Q. Volume : 4Q__ﬂ Q
Sequencing /en/GNPclone3en.ht
Primers ml £ Conoms ngl it 0 olme 00
17.8.18

APPROVED BY :
http://dna.brec.rikenjprindexhtmt




IRAKO27M09_AT7H9_2_Reverse2_C07_03_ABI08 Inst Model/Name 3500/3500 Instrument

IRAKO27M0S9_A7H9_2_Reverse2 Aug 17,2017 08:16PM, JST

SIN G:71 A:72 T:62 C:75 Polmien K Bsoansm KB_3500_POP7_BDTv3mob  (iray line indicates quality value Aug 17,2017 08:30PM, JST
KB.bcp i Pts 1660 to 8516 Pk1 Loc:1628 Spacing:10.42 Pts/Panel1350
KB 1418 Cap3 5 GCGOGATAACAATTTCACACAGG 3 Version 6.0 HiSQV Bases: 704 (QV) < 40. >late Name: 20170817_MGE_GNP
GCALGGCTGGTACCGGTCCGG TTCOEGEGATATCGE TCRACECACGCGE TCEGEGCCCCACGE
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i i 21 31 41 61kP‘H1 71 ELOF]. S'mé\ﬁf ECOBV 59

. | copbunl b

T TGCGCACCCGCGGGTTTGCTATG GC GATG AGCAGCGGCGGCAGTGGTGGC GGCGTCCCGG AGCAGGAGGATTCCGTGCTGTTCCGGCEGCGGCACAGGCCAGAGCGATGATTC
L2 131 141 151 lel 171 181 191 201 211 221
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TGACATTTGGGATG ATACAGCACTGAT : TATGAT GC TGTGEGEETTEAT TT GCATGCTCTA TGETGACATT TG TG CTTEG 6T
231 241 251 261 271 281 291 301 S0 321 331
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0 : -
CACCT G AA CCTGCTARMG G T GCCAA G G TAETGEGCAGC TTCCTTAE CAGTGG GTTGGGG ~C ¥ TGTTCTEGC CATTTGETCAG GACGGT
Skl 401 411 421 431 441 451
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. ! \ !
| ol CCC GCTACC TTGCTTC TTBATTTT (z GAG CCTETGTTETECTI TTACACTEG GATATGG TAGAGAGGAGC TCTETCCEATE TACTTTCE
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S/N G:45 A:77 T:98 C.93
KB.bcp
KB 1.4.1.8 Cap4

Primer B : M13
5 GTTTTCCCAGTCACGACGTTGTA 3

IRAKO027M09_AT7H9_2_M13(-40)
KB_3500_POP7_BDTv3.mob
Pts 1669 to 8563 Pk1 Loc:1637
Version 6.0 HiSQV Bases: 632

IRAKO27M09_A7H9_2_M13(-40)_D07_04_ABIO8

Gray line indicates quality value
(QV) < 40.

Inst Model/Name 3500/3500 Instrument
Aug 17,2017 08:16PM, JST

Aug 17,2017 08:30PM, JST
Spacing:10.43 Pts/Panel1350
ate Name: 20170817_MGE_GNP

BT TG TRC G

GCTGGGTACGCGT

GCTTGGGCCCCTCGAGGG ATACTCTAGAGCGGCCGEICCITTTTTT]
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VT T TP T T T T T T T TR TT'FTfy q)T TR DT TATAC TTT'T CATATAG CAGTAC TG CAGCCATG TCCACC
Tz 131 141 151 A1EBC ot 8‘1) kb 181 201 211 224
, T(BCO15308.1)
1290 BC0I53(8.1 ( ~1525) A (Beoi7of-1)

GTTAGC ATTCTGT

231 241 25, 261

CATTTTGCCACATACGECTCACATACATT TTGET CCATTTG
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